CIIMCBK HA PE3IOMETA HA HAYYHH ITYBJIMKALIUHN

Ha 11 ac. 1-p Pagocruna [lerposa CroiikoBa-I puroposa
HNHcTuTyT 10 KUBOTHOBBAHU Hayku - KocTuHOpoa
otTnen ,,I' eHeTnka, pa3BbkKAaHe U PEIPOTyKIHS
BBB BpB3Ka C y4acTue B KOHKypC, 00sBeH B JIB, 6p. 101 ot 29.11.2024r. 3a 3aemane Ha
aKaJeMUYHa JUIBXKHOCT ,,J[o1eHT" mpodecHoHATHO HApaBICHHE
6.3. )KUBOTHOBB/ICTBO 110 HAYYHA CIICIIUATHOCT ,,Pa3Bbk/IaHe HA CEIICKOCTOMAHCKUTE
KUBOTHH, OMOJIOTHS M OMOTEXHUKA Ha Pa3MHOKABaHETO

B.4. XaOnauTanuoHeH TpyA - HaAyYHHM nyOJuxkanuu (He mo-manako ot 10) B m3ganus,
KOUTO ca pedepHMpPaHH M MHAEKCHPAHM B CBeTOBHOM3BECTHH 0a3u JaHHH C Hay4Ha
uHdopmanus

4.1  Croiikos II., C. Cumeonosa, 3. HukoJioB, T. CaBoBa, P. [lerpoBa. 2006. Edexr
OoT 100aBKaTa HAa MJIEYHOKHMCEJIH NMPOAYKTH chAbp:kamm mamoBere Lactobacillus
casei, Lactobacillus acidophilus u Bifidobacterium bifidum B naxéara Ha Teiera
603amm1m BBbPXY (l)I/ISI/IOJIOFI/I'—lHOTO U TErJIOBHOTO UM CBCTOSAHHEC. )KI/IBOTHOBLZ[HI/I
Haykm, 2:15-19. ISSN 0514-7441

https://www.webofscience.com/wos/cabi/full-record/ CABI1:20083012316

Research and production experiment was carried out with four groups of 11 calves of 10-15
days of age which were reared in individual boxes on an open air for 60 days. The aim of the
study was to determine the influence of the acid lactic becteria - Lactobacillus casei,
Lactobacillus acidophilus, and Bifidobacterium bifidum included in the form of acid lactic
product in the ration of the suckling calves after the collastrum period on their physiological
condition.

It was found that the calves which received acid lactic bacteria with probiotic features in
addition to the full fatty milk formed an non specific resistance of the organism. It was
observed by the higher content of immunoglobulines with 472 mg%, 333 mg5 and 362 mg%
and of the haemoglobine with 1,64%, 0,63% and 0,86% respectively for the I, 11 and 111 group
compared to the control IV group. These data explain well the tendency for less sick (lower
illness in the) calves, higher gain with 14,42%, 4,70% and 8,42% respectively for I, Il and
I11 group which rations contained strains of Lactobacillus casei, Lactobacillus acidophilus,
and Bifidobacterium bifidum. Food utilization was also better for I, Il and 11l group with
17,66%, 4,80% and 8,38% compared to the control IV group.

IIpoBeneH € Hay4HO-IPOU3BOACTBEH OIUT C YETUPH IpynHu oT 1o 11 tenera, Ha 10-15 nHeBHA
BB3pacCT, OTTJIC)KJIAHU B MHAUBUAYAJIHU OOKCOBE Ha OTKPUTO B MPOABJIDKCHUC Ha 60 JHH.
HeJ’ITa Ha HU3CJICABAHCTO € Ja C€ YCTAHOBU BJIMAHHUCTO Ha MIICUHOKHUCCIIUTC 6aKTepI/II/I -
Lactobacillus casei, Lactobacillus acidophilus u Bifidobacterium bifidum, Bkitouenu mos
(l)opMaTa Ha MJICYHOKHCECI IMPOAYKT, B I[a)K6aTa Ha Tejierara 6038.61].[1/1 CJIC KOJACTpPaJICH
MEPUOJ], BbPXY TSIXHOTO (PM3HOJIOTMYHO ChCTOSIHUE.

YcTaHoBeHO €, Y€ TCJICTaTa, KOHUTO OCBCH IIbJIHOMACIICHOTO MIJIIKO Ca TMpUCMalin
MJIEUHOKHCENH OakTepuu C TNPOOMOTHYHM CBOMCTBa, QopMmupar HecreuupuyHa
PE3UCTCHTHOCT Ha OopraHusma. Ha6J’IIO,Z[aBa (& IHO-BHUCOKOTO CbAbPIKAHUC Ha
umyHornoOymuHu ¢ 472 mg%, 333 mg5 u 362 mg% u Ha xemornobun ¢ 1,64%, 0,63% u
0,86% crvotBetHO 3a I, II u III rpyna B cpaBHeHue ¢ koHTponHara [V rpyna. Te3su nanHu
o0sicHSIBAT J00pE TEHICHIIMATA 3a [TO-MaJIKO O0JIHU (1T0-C1ab0 3200 IsIBaHe) MPH TEJIETa, MOo-
BUCOK mipupact ¢ 14,42%, 4,70% u 8,42% cworBetHo 3a I, Il u III rpyma, yuuto gaxou
chabpkaT mamone Ha Lactobacillus casei, Lactobacillus acidophilus u Bifidobacterium
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bifidum. YcBosiBaneTo Ha XpaHaTa cbiio e no-100po 3a I, Il u 11l rpyna cbe 17,66%, 4,80%
u 8,38% B cpaBHeHHE ¢ KoHTponHarta [V rpyna.

4.2 CroiikoBa, P., H. Koaymes, /I. BacuieBa, K. IloueBa, T. Koaymena. 2008.
CobabprkaHue HA KHCEJTMHHOPA3TBOPUMH (CBOOOIHU) HYKJIEOTHIU B ThKAHHU U OPraHu
Ha Tejgera or mopoaure Yepnomapena u  bbarapcka Kagasa. 1.
KuceimHHOPAa3TBOPUMHU HYKJICOTH/IH B YepeH Apo0. JKuBOTHOBBIHM HayKH, 3:106-114.
ISSN 0514-7441

https://www.webofscience.com/wos/cabi/full-record/ CABI1:20093155376

Eighteen acid-souble (free) nucleotides in the liver of calves from the Black-White and
Bulgarian Brown cattle breeds were found by two-way paper chromatography method. The
quantity of adenosine- and guanodine- diphoshate nucleotides is significant higher ( p< 0.05)
in comparison with that of three and monophosphate nucleotides in the both examined breed.
Total quantity of adenosine and guanodine nucleotides is significant higher (p< 0.001) in the
liver of the calves from Bulgarian Brown breed, in comparison with that quantity of the calves
from Black-White breed.

It was established that quantity of uridine three nucleotid was significant ( p< 0.05) higher
in comprison with the quantity of diphosphate and monophoshate nucleotides in the liver of
the calves in the both examined breed. The quantity of uridine monophosphate nucleotid is
significant lower ( p< 0.05) in comparison with that of three and diphosphate nucleotides in
the liver of the calves in the both examined breed. Total quantity of uridine nucleotides is
significant higher ( p< 0.001) in the liver of the calves from Bulgarian Brown breed in
comparison with that of the calves from Black-White breed.

It was found that quantity of the uridin diphosphate-sugars is significant higher (p< 0.001)
in the liver of the calves from Bulgarian Brown breed, in comparison with that of the calves
from Black-White breed.

It was found that quantity of the NAD is significant higher (p< 0.001, p< 0.01),

in comparison with that of the NADP in the liver of the calves in the both examined breed.
The quantity of NAD and NADRP is significant higher (p< 0.01, p< 0.001) in the liver of the
calves from Bulgarian Brown breed, in comparison with that of the calves from Black-White
breed.

Mertona Ha JABYNOCOYHA XapTHEHa Xpomarorpadusi € NpUIOKEeH 3a OTKpuBaHe Ha 18
KHCEIMHHOPAa3TBOPUMH (CBOOOIHN) HYKJICOTUAM B YEpHUS Jpo0 Ha Tenera OT MOPOJUTE
Yepromrapeno u bearapcko kadsBo roBemo. KommuecTBOTO Ha aaeHO3MH- M T'yaHOJIWH-
audochaTHUTE HYKICOTUAN € 3HAYUTEIHO No-BUCcOKO (p<0,05) B cpaBHEHUE C TOBA Ha TPU
1 MOHO(oCchaTHUTE HYKIICOTUAN U TIPH JABETE U3CIeNBaHu Mopoau. OOIIOTO KOJTMYECTBO HA
aJICHO3MH M T'yaHOJIMH HYKJICOTHIU € 3HaYUTETHO Mmo-BUcoko (p< 0.001) B uepHus apo0 Ha
Tenera oT bbarapckara xagsBa nopoja, B CpaBHEHHE C TOBAa KOJMYECTBO IPHU TEJIETa OT
YepHoriapeHaTa nopoJa.

VYcTaHOBEHO €, Ye KOJIMYECTBOTO HAa YPUJUH TpU HyKJIeoTHAa € 3HauuTenHo (p<0,05) mo-
BHCOKO B CpaBHEHHE C KOJMYECTBOTO Ha AudocdarHuTe 1 MOHOPOCHATHUTE HYKICOTHIU B
yepHuss Apo0 Ha Tenerara W TPU JIBETe H3cienBaHH mopoau. KommdecTBoTo Ha
ypuaArHMOHO(OC(hHATHUS HYKICOTH]I € 3HAUUTeNTHO mo-HUCKO (p<0,05) B cpaBHEHHE C TOBa
Ha Tpu U audocdaTHUs HYKIEOTH]T B YepHUS ApoO Ha TejleTaTta U MpH JBETE U3CIE/BaHU
nopoau. OOIIOTO KOJMYECTBO HA YPUAWHOBH HYKJIEOTHIM € 3HAYUTETHO MO-BHCOKO
(p<0.001) B yepHust 1po6 Ha TeneTaTa oT bbarapcka kadsBa mopoja B CpaBHEHHE C TOBA Ha
TeseTara oT YepHouapeHa noposja.
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VYCcTaHOBEHO €, 4ye KOIMYECTBOTO Ha ypuauHan(ochar-3axapure € 3HaUUTEIHO MO-BUCOKO
(p< 0.001) B yepHus npod Ha Tenerata oT bbarapcka kadsBa mopojaa, B CpaBHEHHUE C TOBA
Ha TeseraTa oT YepHoliapeHa nopoja.

YcranoBeHo €, ue konuuecTBoTo Ha NAD e 3HauntenHo no-sucoko (p<0.001, p<0.01), B
cpaBHeHMe ¢ ToBa Ha NADP B uepHus 1po06 Ha TeneraTta U NpH ABETE U3CIEIBAHU TOPOJIH.
KomnuectBoto Ha NAD u NADP e 3nauntenno no-sucoko (p< 0.01, p< 0.001) B uepHus
npo0 Ha Ttenerata oT bwirapcka kadssa moposaa, B cpaBHEHHE C TOBAa Ha Tejerara OT
UYepHomapeHa nopoja.

4.3  Koaymesn, H., /I. BacuaeBa, K. IloueBa, P. CroiikoBa, T. Koaxymena. 2008.
CbabprkaHue HA KHCEJTMHHOPA3TBOPUMH (CBOOOIHU) HYKJIEOTHIU B ThKAHHU U OPraHu
Ha Tedera or nopoaure YepnHomapena u  bwarapcka Kagasa. 1L
KucemHHOPa3TBOPUMHE HYKJIEOTHAU B 05171 Ap006. ’/KMBOTHOBBAHM HAyKHu, 3:115-122.
ISSN 0514-7441

https://www.webofscience.com/wos/cabi/full-record/ CABI:20093155377

Sixteen acid-souble (free) nucleotides in the lung of calves from the Black-White and
Bulgarian Brown cattle breeds were found by two-way paper chromatography method. The
quantity of adenosine- and guanodine- diphoshate nucleotides is significant higher ( p<
0.001) in comparison with that of three and monophosphate nucleotides in the both examined
breed. Total quantity of adenosine and guanodine nucleotides is significant higher ( p< 0.001)
in the lung of the calves from Black-White breed, in comparison with that quantity of the
calves from Bulgarian Brown breed.

It was established that quantity of uridine monophoshate nucleotid was significant ( p<
0.001) higher in comprison with the quantity of three and diphosphate nucleotides in the lung
of the calves from Black- White breed. The quantity of uridine diphosphate nucleotid is
significant lower ( p< 0.05) in comparison with that of three and monophosphate nucleotides
in the lung of the calves for Bulgarian Brown breed. Total quantity of uridine nucleotides is
significant higher ( p< 0.001) in the lung of the calves from Black-White breed in comparison
with that of the calves from Bulgarian Brown breed.

It was found that quantity of the uridin diphosphate-sugars is significant higher (p<0.05, p<
0.001) in the lung of the calves from Black-White breed, in comparison with that of the
calves from Bulgarian Brown breed.

Mertona Ha JABYNOCOYHA XapTHEHa Xpomarorpadus € NpUIoXkKeH 3a OTKpuBaHe Ha 16
KHCEJTMHHOPA3TBOPUMHU (CBOOOIHM) HYKJICOTUIU B Oenust ApoO Ha Teiera OT MOPOJUTE
YepnomapeHo u bbarapcko kadsso roseno. KonmnuecTBOTO Ha aJeHO3MH- M T'yaHOJUH-
nudochaTHUTE HYKICOTHIM € 3HAUUTETHO 1MOo-BUCcOKO (p<<0,001) B cpaBHEHHE C TOBA HA TpU
1 MOHO(ocaTHUTE HYKJICOTUAN U IIPH ABETE U3CeABaHU MOpoan. OOIIOTO KOJIMYECTBO HA
a/ICHO3MH U T'yaHOJMH HYKJIEOTHAM € 3HAuuTeaHO no-Bucoko (p<0,001) B 6enus npod Ha
TeseTa oT YepHomapeHa nopoja, B CpaBHEHUE C TOBA KOJMYECTBO Ha TesieTa OoT bbirapcka
KadsBa nopoja.

VYCcTaHOBEHO €, Ye KOJMYECTBOTO Ha YpUAMH MOHO(OCGhATHHUS HYKICOTHJA € 3HAYUTEITHO
(p<0,001) mo-BHCOKO B CpaBHEHHE C KOJUYECTBOTO HA TpH U AudochaTHUS HYKICOTU] B
6enust qpo6 Ha Tenerara oT YepHomapara nopona. KomudectBoro Ha ypuauaaudocdar
HYKJICOTH/Ia € 3HaYUTEeTHO Mo-HUucKo (p<0.05) B cpaBHEeHHE ¢ TOBa Ha TpU U MOHO(DochaT
HYyKJIeoTHa B Oenust 1pod Ha TeneTa oT bearapcka kagsisa noposaa. O61I0TO KOJIMYECTBO HA
YPUAMHOBUTE HYKJICOTUIM € 3HAYUTEITHO MO-BUCOKO (p<0.001) B Genust mpo0 Ha Tenera oT
UYepHorrapeHara 1opojia B CpaBHEHHE C TOBa Ha TeleTara oT bbirapckata kadsiBa moposa.
YcTaHOBEHO €, 4e KOJIMYEeCTBOTO Ha ypuauHangochar-3axapure € 3HAYUTEITHO MO-BUCOKO
(p<0.05 , p<0.001) B 6enust pod Ha TeneraTa OT YepHoIIapeHaTa opoJia, B CpaBHEHUE C
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| ¢ ToBa Ha Tenerara ot bwarapcka kadsBa moposa.

4.4 Koaymes, H., /I. BacuneBa, K. IloueBa, P. CroiikoBa, T. Koaymena. 2008.
ChbabpikaHie Ha KMCeJIMHHOPA3TBOPHMMH (CBOOOAHU) HYK/JI€OTHIH B ThKAHU U OPraHH
Ha Tejera or mnopoaure Yepnomapena wu bowarapcka Kadsasa. 1IL
KuceauHHOpa3TBOPpUMH HYKJIEOTHAU B ObOpek. ’KuBoTHOBbAHM Haykm, 3:123-131.
ISSN 0514-7441
https://www.webofscience.com/wos/cabi/full-record/CAB1:20093155378

Nineteen acid- soluble (free) nucleotides, two mononucleotides and one unidentified
nucleotid, in the kidney of calves from the Black- White and Bulgarian Brown cattle breeds
were found by two- way paper chromatography method. The quantity of three nucleotides is
significant higher (p<0.001) in comparison with that of di- and monophosphate nucleotides
in the both examined breed. Total quantity of adenosine and guanodine nucleotides is
significant higher (p<0.001) in the kidney of the calves from Bulgarian Brown breed, in
comparison with that quantity of the calves from Black-White breed.

It was established that quantity of uridine three phosphate nucleotides was significant
(p<0.001) higher, in comparison with the quantity of di- and monophosphate nucleotides in
the both examined breed.

The quantity of NAD was significant (p<0.001) higher, in comparison with the quantity of
NADP in the both examined breed.

JleBeTHaIeCceT KHUCETMHHOPA3TBOPUMHU (CBOOOJHM) HYKJICOTHAM, JBA MOHOHYKJICOTHAA W
€IMH HeUJACHTUHUIMPAH HYKICOTH I, Ca OTKPUTH B OBOpeKa Ha Tenera oT mopoaure YepHo-
mapenu u bwarapcko kadsBM roBena, uYpe3 MeToJa Ha JBYIIOCOYHA XapTHEHA
xpomarorpadusi. KomuuecTBOTO Ha TPUHYKIICOTHAUTE € 3HAUUTETHO 1MOo-BUcoko (p<0,001) B
CpaBHEHHUE C TOBA Ha K- U MOHO(OC(haTHUTE HYKICOTHAU U IIPH ABETE U3CIEIBAHU IIOPOIH.
OOmIOTO KOJIMYECTBO HA aJCHO3WH M TYaHOAWH HYKJICOTHIUTE € 3HAYUTEIHO IMO-BHCOKO
(p<0,001) B OBOpeka Ha Tenera oT bbirapcka kadsBa Mmopoja, B CpaBHEHHE C TOBa
KOJIMYECTBO Ha TeleTa 0T YepHo-mapeHa moposa.

YCTaHOBEHO €, Y€ KOJIMYECTBOTO Ha YpUAMH TpUOCPaTHUTE HYKICOTHAM € 3HAUUMO
(p<0,001) mo-BHCOKO B CpaBHEHHE C KOJTUYECTBOTO Ha AU- U MOHOGOCHATHUTE HYKICOTU TN
Y TIpU JIBETE U3CIICIBAHU TIOPOIH.

KonuuectBoTo NAD e 3Haunmo (p<0.001) mo-Bucoko B cpaBHeHUE ¢ KoanuuecTBOTO NADP
Y TIPU JIBETE U3CJICIBAHU TIOPOIH.

4.5 Croiikos I1, B. I'aiinapcka, Ll. Xapu3zanosa, T. UBanoBa, P. CroiikoBa. 2011.
IIpoyuBaHe BB3pacTTa Ha OTOMBaHe BbLPXY TErJIOBHOTO pa3BUTHE HA OuveTra OT
nopoaara beiarapcka cuMenTajicka nopoaa, 2KusorHosbanu Hayku, XLVIIL §, 11 —
16. ISSN 0514-7441 (Print) ISSN 2534-9856 (On-line)
https://www.webofscience.com/wos/cabi/full-record/CABI1:20123217402

The objective of the study was to determinate the impact of weaning age on weight
development, growth and feed for 1 kg gain (growth) in calves from the Bulgarian Simmental
breed, fattened to 700 kg live weight. Two groups with 12 calves in each were formed. Calves
from group | were weaned at the age of 3 months, while those from group 1l were sucking
from their mothers until 7 months of age. It was found that the intensity of growth of the
animals was significantly higher in calves sucking to 7 months of age and they have achieved
significantly higher average daily gain with 18.81%, (P<0.01) compared to the control group
which has realized an average daily gain of 1139 g. for 90-day period. As a result of weaning,
which usually causes stress, calves from the second group decreased rate of weight
development, but at 12 months of age the average live mass was with 12.44% higher (448.62



https://www.webofscience.com/wos/cabi/full-record/CABI:20093155378
https://www.webofscience.com/wos/cabi/full-record/CABI:20123217402

against 399.00), compared to the analogues from the first group, weaned at 3 months of age
and the differences for live weight and daily gain were significant (P<0.05 and P<0.01). All
data were statistically processed.

Llenta Ha W3CIEIBAHETO € Ja CE YCTAaHOBU BIUSHHETO Ha BH3PACTTa HA OTOMBAHE BHPXY
TErJIOBHOTO pa3BUTHE, pacTexa W paszxona Ha Qypax 3a 1 kg mpupact mpu Tenera or
nopojara bwirapcko cumenraicko roseno, yroenu 1o 700 kg xwuso terno. Chopmupanu ca
nBe rpynu o 12 TeneTa BbB Beska. TeneraTa ot I rpyma ca orOuTH Ha 3-MeceuHa Bb3pacT, a
te3u or Il-pa rpyma cyd4ar oT MaMKuTe CH 1O 7-MecedHa Bb3pacT. YCTAHOBEHO €, 4e
WHTEH3MBHOCTTA Ha PAacTeX € 3HAUMUTEIHO MO-BUCOKAa MpPH TejeTaTa, KOUTO 003asT A0 7-
MECEYHa BB3pacT M T€ Ca IOCTUTHAJIM 3HAUYUTEIHO IO-BHCOK CPENEH JAHEBEH INPUPACT C
18,81%, (P<0,01) B cpaBHEHHE C KOHTPOJHATA IPyMa, KOSATO € pealn3upaia CpeeH THEBEeH
npupact 1139rp. 3a 90-gueBen mepuoj. B pesynrar Ha oTOMBaHETO, KOETO OOMKHOBEHO
MpeIM3BUKBA CTpeC, TeleTrara OT BTOpa rpyla HaMaisiBaT CKOPOCTTa Ha TErJIOBHOTO CHU
pa3BuTHe, HO Ha 12-MeceuHa BB3pacT cpeaHaTa kuBa Maca e ¢ 12,44% no-Bucoka (448,62
cpemy 399,00), B cpaBHEHHE C aHAJIO3UTE OT Tpynara, OTOMTH Ha 3-MeCe4yHa BB3pacT U
pa3IMKUTE 32 )KMBO TETJIO U CEIHUAT JHEBEH npupact ca 3Hauntenuu (P<0,05 u P<0,01).

46  Balkanska, R., K. Stefanova, R. Stoikova-Grigorova, 2020. Main honey
botanical components and techniques for identification: a review. Journal of
Apicultural Research, 59, 852-861. ISSN: 0021-8839 (Print) 2078-6913 (Online)
https://www.webofscience.com/wos/woscc/full-record/WO0OS:000540123800001

Honey is a natural product which is highly consumed due to its health benefits. Monofloral
honeys which are produced mainly from the nectar of single plant species are known as high
quality products and they have higher market price. The development and improvement of
novel techniques for honey botanical identification is widely discussed. Honey botanical
identification is a subject to melissopalynological, chemical (determination of amino acids
and proteins, sugars, aroma compounds, mineral elements) and DNA-based techniques. The
combination of different analytical methods for honey botanical identification will guarantee
the high quality of the product and the absence of pollen from plants producing toxins. New
methods and further studies on chemical markers and DNA-based techniques are needed for
honey botanical identification. This study is necessary because it summarizes the main
components which relate to the botanical origin of honey. This review gives a brief outline
of the current information on the main components for determination and DNA-based
techniques for honey botanical identification

MenbT € HaTypalleH NPOAYKT, KOWTO C€ KOHCYyMHpa MHOIO IIOpaaAu CBOUTE IOJ3U 3a
3npaBeTo. MoHO(DIOpHUTE MeNOoBE, KOMTO C€ IMPOU3BEXJAT MPEIMMHO OT HEKTapa Ha
€IMHUYHYU PACTUTEIIHU BUOBE, Ca U3BECTHU KaTO BUCOKOKAYECTBEHM MTPOIYKTH U UMAT I10-
BHUCOKa Na3zapHa IeHa. Pa3paboTBaHETO M YCHBBPIICHCTBAHETO HA HOBU TEXHUKHU 3a
O0oTaHMyecka UWICHTU(UKAIMS Ha Mela € IIMPOKO JUCKyTHpaHo. boTaHmueckara
UICHTHU(QUKAIUS HA Me/a € IIpeIMET Ha MEJINCONAIMHONIOIMYHY, XUMUYHH (OIpEeIsIHE Ha
aMMHOKHUCEIIMHU U MPOTEHHH, 3aXapH, apOMATHU ChEIMHEHUS, MUHEPAIHU €JIEMEHTH) U
6asupann Ha JIHK mnoaxomau. KomOuHamusta OT pa3iMyHU aHAJIUTHUYHU METOAM 3a
O6oTaHMYecKa WACHTU(UKAIMS HA MeJa 1€ rapaHTHpa BUCOKOTO KauecTBO Ha MPOAYKTAa U
JIUIICaTa Ha LBETEH Ipallell OT pacTeHHs, MPOU3BEK Al TOKCUHU. Heobxoaumu ca HOBU
METOAM M TO-HAaTaThUIHM M3CJE/IBaHUS Ha MapKepu M TeXHukH, Oasupanu Ha [IHK, 3a
OortaHnuecka wuAeHTU(UKAIMA Ha Mefa. ToBa wu3cinenBaHe 0000IIaBa OCHOBHHUTE
KOMIIOHEHTH, KOUTO C€ OTHAcAT A0 OOTaHWYECKHs MPOM3XOJ Ha MeJa U JaBa KpaTKo
ONMCaHWE Ha TeKylara wuHbopManus 3a OCHOBHUTE TMOAXOAM 3a OOTaHMYEecKa
UACHTU(UKAIMS HA MeJa.
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4.7  Lukanova, N., R. Stoykova-Grigorova; K. Stefanova. 2018. DMRT3 gene
mutation and higly linked SNP in gaitedness horses breeds. Bulgarian journal of
agricultural science. 24, (4):679-685. ISSN 1310-0351 (Print) ISSN 2534-983X (On-line)
https://www.webofscience.com/wos/woscc/full-record/\WWOS:000448988600021

The DMRT3 mutation has had a major effect on the diversification of the domestic horse, as
the altered gait characteristics of a number of breeds, including this mutation. Doublesex and
mab-3 related transcription factor 3 (DMRT3) gene shown that a mutation from cytosine (C)
to adenine (A) has a major impact on harness racing performance of different breeds. The
DMRT3 mutant allele (A) has been found in high frequency in gaited breeds and breeds bred
for harness racing (trot or pace), while other horse breeds were homozygous for the wild-
type allele (C). The heterozygous allele (CA) were found in horse breeds for harness racing
and four- and five-gaited breeds. Sequncing at SNP BIEC2-620109 resulted in detection of
both heterozygous (CT) and homozygous genotypes (CC, TT). Mutation in DMRT3 has a
major impact on gaitedness in horses and is presented at a high frequency in gaited breeds
and in horses breed for harness racing. The aim of the study is to describe the effect of the
DMRT3 gene mutation and higly linked SNP in different gaited and harness horse breeds.

Myranusara Ha DMRT3 rena uma 3HauuTelieH e(eKT BbpPXYy AuBepcHHKaAnusATa HA
JIOMAIlIHUTE KOHE, KaTO IPOMEHEHs XapaKTepUCTUKUTE Ha MM0XO0JKaTa. | eHOTUIHMpaHeTo Ha
DMRT3 nokasBa, ue myranust Ha uuto3uH (C) B ageHuH (A) UMa rojsiMo BIHSHUE BBPXY
IIPE/ICTaBIHETO HA KOHETE B chcTe3aHus ¢ BOpAr. Myranthusar aneiax DMRT3 (A) e otkpur ¢
BHCOKA YECTOTA IIPH MOPOJIU, OTIVICKIAHH 38 ChCTE3aHUA C BIPAT (TPBC WIK TEMIT), JOKATO
JPYTUTE IOPOJU KOHE Ca XOMO3UIOTHHU 110 aiiena ot AuB THIl (C). XeTepo3uroTHUSAT FreHOTUIl
(CA) e oTKpUT pH MOPOJIM KOHE 3a ChCTE3aHUS C BIPSAT U MOPOJIU C YETUPH U IET XOAa.
Cexsenupaneto nmpu SNP BIEC2-620109 e noBeno 10 OTKpUBaHE KaKTO HA XETEPO3UTOTHU
(CT), taka u Ha xomo3urotau reHotumnose (CC, TT). Myrauusrta B tokyca Ha DMRT3 uma
rojsiIMO BIMSIHUE BbPXY IOXOJKaTa IpU KOHETE M Ce€ MPEACTaBs ¢ BUCOKA YECTOTa IpHU
IIOPOJUTE KOHE 3a ChCTe3aHusl ¢ BIpAr. LlenTa Ha u3cnenBaHero e ga ce onuiue epekTbT oT
myTarusita Ha reHa DMRT3 u cebp3anus SNP npu pa3nuyHu mopoju KOHE.

4.8 Ivanova, T., R. Stoikova-Grigorova, M. Bozhilova-Sakova, M. Ignatova, I.
Dimitrova, V. Koutev. 2021. Phenotypic and genetic characteristics of fecundity in
sheep. A review. Bulgarian journal of agricultural science, 27 (5), 1002-1008. ISSN
1310-0351 (Print) ISSN 2534-983X (On-line)
https://www.webofscience.com/wos/woscc/full-record/\WWOS:000734174900024

The phenotypic characteristics of animals are result of the complex interaction of a number
of genetic and non-genetic factors, which usually act simultaneously and it is difficult to
determine the degree of influence of each of them. Early identification of the genetic traits of
individuals enables more efficient management of selection. Fertility determins the cost-
effectiveness of sheep farming, regardless of productive direction. The individual fertility of
the animals is determined by the number of lambs born per sheep. This trait is characterized
by a low inheritance rate, hence conventional breeding methods shows slow progress. The
introduction of new molecular-based technologies to improve productivity contributes to a
greater and faster effect on the realization of animal genetic resources. The assessment of the
breeding value of animals at the earliest possible age makes it possible to maximize the effect
of the selection and to increase the use of animals with the highest genetic potential. The
molecular markers and the application of RFLP-PCR method allow the determination of
allelic variants of genes related to the quantity and quality of animal productivity. By
identifying the different polymorphic variations and their phenotypic manifestation, a
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database can be accumulated to manage the genetic progression of economically important
traits. Many mutations have been found in sheep that affect fertility and ovulation rates to
varying degrees. Large number of mutations which affects ovulation have been found in
genes expressing different proteins, such as the BMPR1B or FecB (Booroola gene or the
bone morphogenetic protein receptor type 1B), GDF9 or FecG (the growth differentiation
factor 9b) and BMP15 or FecX (a bone morphogenetic protein 15)

DEeHOTUITHUTE 0COOCHOCTH MPH KUBOTHUTE Ca PE3YNTaT OT CI0KHOTO B3aUMOJICHCTBUE HA
penuia reHeTUYHU U HETeHETUYHU (PaKTOPH, KOUTO OOMKHOBEHO JEUCTBAT €IHOBPEMEHHO U
€ TPYAHO Jia C€ OIPE/IeNU CTEIEHTa Ha BIMSHUE HA BCEKHU OT TAX. PAHHOTO yCTaHOBSIBaHE Ha
TCHETHYHUTE 3aJ105)KOM HAa MHIMBUINTE /1aBa Bh3MOXKHOCT 32 N0-e()EeKTUBHO yIpaBlieHHE Ha
cenekuusTa. [11010BUTOCTTA € OCHOBEH (haKTOP OIpe el HKOHOMUYecKaTa €peKTUBHOCT
B OBLEBBJACTBOTO HE3aBUCHMO OT INPOAYKTUBHOTO HampasiieHHe. HuauBuiayanHara
IJIOJJOBUTOCT Ha )KMBOTHUTE C€ OIpeiess OT Opos Ha POJICHUTE arHeTa OT eHa OBIa MaiKa.
To3u npu3HaKk ce XxapakTepusupa ¢ HUCHK KOS(UIIMEHT Ha YHACIEAIEMOCT, TOPAaANd KOETO
CeJIEKLIMSTA Ype3 KIACMUeCKU METOTU BOJIU 10 OaBeH HalpenbK. BbBexkaaHeTo Ha HOBU
MOJIEKYJISIpHO Oa3MpaHu TEXHOJIOTUHU 3a MOJ00psSBaHE Ha MPOJYKTUBHOCTTA JOIpPHUHACA 3a
Mo-rofisiM U Obp3 e(deKT Mpu peaTu3upaHeTo Ha TeHETUYHUTE 3aJ0KOM Ha JKUBOTHUTE.
OneHkara Ha pa3BbJiHaTa CTOMHOCT Ha KUBOTHUTE H3BbPLICHA BB Bb3MOXKHO Hall-paHHA
BB3pacCT JaBa BB3MOXKHOCT JIa C€ TOCTUTHE MaKCUMaleH e(eKr OT CeNeKlIHsTa H
CBOCBPEMEHHOTO HMHTEH3MBHO U3IIOI3BAHE HA JKUBOTHUTE C HAW-BUCOKH T'€HETHYHU
3anoxx6u. Monekynspaure Mapkepu u usnonsBanero Ha RFLP-PCR merona mo3BossBaT
OINPEIEIHE HA AJIEIHATE ChCTOSHUS Ha TEHUTE CBBP3aHU C KOJMYECTBOTO U Ka4€CTBOTO Ha
MPOIYKTUBHOCTTA Ha KUBOTHUTE. C yCTaHOBSIBAaHE HA PA3JIMYHUTE MOIUMOPQPHU BapUalluu
U TAXHOTO (PEHOTHITHO MPOSIBJICHWE MOTaT Jia ce HaTpymnaT 0a3a JaHHU 3a YIpaBJICHUE Ha
TEHETUYHUS POrpec Ha UKOHOMUYECKH BayKHU npu3Hauu. [Ipu oBuere ca OTKpUTH MHOTO
MyTalMy, KOWUTO BIMSAT B DPa3jIM4HA CTENEH BBPXY IUIOJAOBUTOCTTa M CKOPOCTTAa Ha
oBynanusiTa. MyTranuure, IMaliy rojeMu e(heKTy BbpXY OBYJAIUATA Ca OTKPUTH B TEHHTE,
eKcIpecupaniy pa3auaau nporenau, kato BMPR 1B unu FecB (koctHust MopdorenernueH
nporenHoB peuentop Tyl 1B — Booroola ren), GDF9 unu FecG (¢pakrop Ha nudepenans
Ha pactexa 9b) u BMP15 i FecX (kocten Mopdorenernyex nporeus 15).

49  Eneva, K., A. Apostolov, R. Nedeva, A. G. Atanasov, B. Szostak, R. Stoikova.
2021. Influence of MC4R mutations in traits of tested Danube white purebred pigs.
Bulgarian journal of agricultural science, 27 (2) 2021, 374-378. ISSN 1310-0351 (Print)
ISSN 2534-983X (On-line)
https://www.webofscience.com/wos/woscc/full-record/\WOS:000658242900019

Restriction analysis (restriction fragment length polymorphism, RFLP) for establishing of
MC4R polymorphisms with 8. Danube white purebred pigs was carried out. Genotypes and
alleles frequencies of MC4R gene were classified as follows: the number of heterozygous
animals MC4RAB -72.8% was the highest one and significantly lower for both homozygous
genotypes 12.3-14.8%. The allele frequencies — MC4RA and MC4RB were close as the
difference from 5.04% was in advantage for favorable MC4RB alleles. It was established that
as a result of the mutation of Asp298Asn pigs with genotype MC4RBB exceeded animals of
the other genotypes as the differences for the following traits: back fat at point X2, meat
content and back fat MLD were significant (P < 0.05). The present study conducted with pigs
from the Danube white breed gives us reason to assert that the MC4R gene can be used as a
reliable genetic marker for the selection of fattening and carcass traits measured during the
testing period of 90 kg live weight.



https://www.webofscience.com/wos/woscc/full-record/WOS:000658242900019

W3BbpIiieH € pecTpUKLUMOHEH aHAIH3 (MMOJIUMOP(HU3BM I10 AbIKUHATA HA PECTPUKIIMOHHUTE
¢parmentu, RFLP) 3a ycranoBsiBane Ha noimumop¢uzmu Ha MC4R nipu cBune ot [lyHaBcka
Osu1a mopojia. UectoTute Ha reHoTHNOBETE U anenute Ha reHa MC4R ca onpenenenn KakTo
cienBa: OposT Ha Xxerepo3uroTure KuBoTHH MC4RAB -72,8% e Hali-BUCOK, TOKATO JBaTa
XOMO3HUT'OTHU T€HOTHUIIA Ca ChC 3HAYMTEIHO MO-HUCHK MpoueHT - 12,3 u 14,8%. YecroTute
Ha anenute — MC4RA u MCARB ca 6i1u3ku, HO pasnukara ot 5,04% naBa npeIuMcTBO Ha
omaronpusitHuTe anenu MC4RB. YcranoBeHo €, e B pe3ynrar Ha MyTarusaTa Ha Asp298Asn
npacera ¢ reHotunn MC4RBB npeBb3x0k1aT >KMBOTHUTE OT OCTAHAJIUTE T'€HOTHUIIOBE IO
OTHOIICHHE Ha (DEHOTHIHHUTE IOKa3aTelId, KaTo pas3lUKUTE MpH MpU3HALUTE TIpbOHA
TIBCTUHA B TOYKA X2, Meco U rpbOHa TibcTuHa MLD ca 3Haunmu (P < 0.05). Hacrosimoro
W3CclieIBaHe, MPOBEACHO ChC CBUMHE OT JlyHaBcka Osja mopoja, HM JlaBa OCHOBAaHHE Ja
TBbpAUM, e reHbT MC4R Moxe Ja ce M3I0JI3Ba KAaTO HAAEKJEH I'€HETHYEH MapKep 3a
CEJICKIIVSI Ha YTOWTEITHU M KIIAHWYHY MPU3HAIH, n3Mepenu mpu 90 kg xuBo terio.

410 R.Balkanska, K. Stefanova, R. Stoikova—Grigorova, D. Gerginova, S. Simova, I.
Atanassov. 2023. Assessment of the botanical origin of Bulgarian honey samples using
melissopalynological, DNA barcoding and NMR analyses. Botanica Serbica, 47 (1): 75—
85. ISSN - 2683-3867
https://www.webofscience.com/wos/woscc/full-record/WOS:000978790600009

Polyfloral honey samples from Bulgaria were subject to parallel analyses of their botanical
origin and composition using traditional melissopalynology, DNAbarcoding based on the
plastid rbcL gene and NMR analysis. The obtained datasets were compared with each other
to evaluate the information capacity of the applied experimental methods. The results from
the melissopalynological and DNA-barcoding studies demonstrated a significantly higher
resolution of the latter, revealing the presence of pollen from a total of 17 plant families, 21
plant genera and 5 plant species in comparison to pollen from only 7 plant families, 3 plant
genera and 4 plant species identified by melissopalynology. The higher resolution of DNA
barcoding allows a more detailed characterisation of the diet and foraging preferences of
honey bees, including foraging on plant species growing in lower abundance in the area. The
comparison of the quantitative data on floral honey composition for several plant genera and
species reveals significant differences between the relative abundance of the pollen grains
estimated by melissopalynological analysis and the relative abundance of rbcL clones in rbcL
libraries determined after DNA barcoding. All three applied methods confirm the polyfloral
botanical origin of the analysed samples and support routine NMR use for the assessment of
the floral origin of honey.

AHanu3upanu ca npoOu ot Owarapcku monuduopeH men. OreHeH € OOTaHUYECKHUS
MIPOU3XO0/I ¥ ChCTaB, YPe3 METOIUTE TpaAuIIMOHHa MenuconanuHoiorus, JIHK 6apkoaupane
Ha 0a3ata Ha riactuaHus rbcl ren 1 NMR ananus. [lonyuenuTe naHHU ca CpaBHEHH, 3a Ja
ce OIeHH HMH(POPMAIMOHHUAT KamalUTeT Ha MPUIaraHuTe EKCIePUMEHTAIHU METOIH.
Pesynrature or JIHK OapkomupaHeTo ca ChC 3HAYUTEIHO TMO-BHCOKA €(PEKTUBHOCT H
MOKa3BaT HAIMYMETO Ha [IBETEH Mpariiel] oT oo1o 17 pacturenHu cemeiicTa, 21 pacTutenHu
poaa u 5 BUJa paCTeHUS B CPAaBHEHHUE C HAMEPEHUS IIpallel] OT caMo 7 CEMENCTBA pacTeHUsI,
3 pactutenHu pojaa u 4 pacTUTETHH BHUJIA, HICHTUDUIIUPAHA OT METUCOMATHHOIOTHUSATA.

JIHK 6apkoaupaHeTo mo3BosisBa MO-MOJPOOHO XapaKTepU3UpaHe Ha MpeAIOoYUTaHHsITa 3a
XpaHeHe Ha MEJOHOCHUTE ITYEIH, BKIIOUYUTEITHO U C PacTUTENIHU BHJIOBE, KOUTO ca ci1abo
pasrnpocTpaHeHu B paiioHa. CpaBHEHHETO Ha KOJUYECTBEHUTE JaHHM 3a ChCTaBa Ha MeJa
pasKpHUBa 3HAUYUTEITHH PA3IMKUTE MEXy M300MIMETO Ha MOJICHOBUTE 3bPHA, OLIEHEHH OT
MEJIHUCOMAIMHOJIOTHYEH aHain3 U n300uaneTro Ha rbecl kmonose B rbcl Gubnmorekwure,
ompenenenu cien JIHK Oapkomupane. M Tpure mnpuiiokeHM MeToJa HOTBBPXKAABAT
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nonudaophHUst 00TAHUYIECKH TTPOU3XO0]] HA AaHATM3UPAHUTE MPOOH U MOJAKPEIAT PyTUHHATA
ynorpeba Ha NMR 3a onieHka Ha npousxoja Ha MeJa.

I'.7. - CraTnu 1 J0KJaa1 NY0JTUKYBAHU B HAYYHH U31aHus, ped)epupPaHu U UHIEKCHPAHH
B CBETOBHM 0a3M JaHHH

7.1. CumeonoBa C., II. CroiikoB, B. Taiinapcka, P. Ilerpoa. 2006. Bausinue nHa
XPpaHEHeTO HA KeHCKH TejieTa 3a Pa3IluIo Npe3 PAa3Te:KHUA NMePHo] BbPXY TErJI0BHOTO
pa3BuTHE, MJIeYHATA NMPOAYKTHBHOCT M penpoayKTHBHaATa crnocoOHocT. I TersnosHo
pa3sBuTHE, BB3pPACT M KHMBa Maca INPUH NITbPBO PA3rOHBAHE W 3aIJIOXKIAHE.
KuBoTHOBBAHU HayKH, 6:3-7. ISSN 0514-7441
https://www.webofscience.com/wos/cabi/full-record/ CABI1:20083284179

The experiment was carried out with three groups each of 21 female breeding calves from
the Bulgarian Simmen- tal breed. The aim was to determine the effect of feeding level upto
18 months of age on the weight and age at first estrus and first conception of the calves. The
ration ensured was for average daily gain of 500 g (I group), 600 g (Il group), and 700 g (I11
group).

It was found that the intensively fed calves of the 11l group had high average daily gain of
7169 and reached at 18 months to 428.7 kg of live mass and feed utilization of 7.0 NU for 1
kg gain. The calves of the Il group with normal feeding and of the I group with low feeding
had at the same age lower live mass with 53.8kg and 100.0kg respectively and higher
expenditure of NU per 1kg gain compared to the 111 group.

The first estrus of calves from the 111 group appeared at 335.8 days and live mass of 283.1kg,
for the calves of 11 group at 392.86 days and 290.70kg and for the I group at 484.40 days and
295.95 Kkg.

As a result of the more intensive development during the growing period The I11 group heifers
conceived with 148.6 days earlier than the heifers of the | group and with 57.06 days
compared to these of 11 group.

OnuThT € HpoBEIEH C TpU Ipynd OT Ho 21 KEHCKM pa3IUIOAHM TejleTa OT IMopojara
Ebnrapcxo CHUMCHTAJICKO I'OB€IO0. L[eJ'ITa € J1a CC oIpeaciin e(l)eKT”bT OT HUBOTO Ha XPaHCHC
1o 18-meceuHa Bb3pacT BbpXY TETJIOTO U Bb3pacTTa IIPH IIbPBU €CTPYC U IIbPBO 3aU€BaHE HA
tenetara. OcurypsiBanara naxoa e 500 g (I rpyna), 600 g (Il rpyna) u 700 g (III rpyma).
VYcTaHOBEHO €, 4e MHTEH3UBHO XpaHeHuTe Tenera ot Il rpyna umar BUCOK cpefieH THEBEH
npupact ot 716 g u nocrurar Ha 18 mecena 10 428,7 kg )xuBa Maca U ONoJI30TBOPsIBAaHE Ha
xpanata ot 7,0 NU 3a 1 kg npupacrt. Tenerara ot Il rpyna ¢ HopmanHo xpanene u ot I rpyna
C HMCKO XpaHEeHe UMaT Ha ChI[aTa Bb3pacT MO-HHUCKa )KMBa Maca cboTBeTHO ¢ 53,8 kg u 100,0
kg u mo-Bucok pa3xona Ha NU 3a 1 kg mpupact B cpaBaenue c 1l rpyma.

[IspBusAT ectpyc Ha Tenetarta ot Il rpyna ce nossu Ha 335,8 auu u xuBa maca 283,1 kg, 3a
tenerara ot Il rpyna Ha 392,86 muu u 290,70 kg u 3a [ rpyna na 484,40 nuu u 295,95 Kg.

B pe3yiTaT Ha MO-UHTCH3UBHOTO PAa3BUTUC NPE3 BECICTAIUOHHUA IICPUOJ IOHULUTE OT III
rpyna 3aueBar c¢bc 148,6 nHU mo-paHo ot oHuuuTe oT I rpyna u ¢ 57,06 AHU B cpaBHEHHE C
te3u ot Il rpyma.

7.2  CroiikoBa, P., JI. BacuineBa, K. LloueBa, H. Koaymesn, T. Koaymesa. 2007.
CbabpikaHue HA KHCEJTMHHOPA3TBOPUMH (CBOOOIHN) HYKJIEOTHIU B ThKAHU U OPraHU
Ha Tegera ot mnopoaute YepHomapena u  bwarapcka Kadasa. IV.
KuceamHHOpPa3TBOPHUMH HYKJICOTHAH B chbpue. COOPHUK HAYYHH JAOKJIAAU OT HAYyYHATA
KOH(pepeHuus Ha JlecoTeXHHYECKH YHUBepcUTeT — ,,Tpaiuuuu U CbBPEMEHHOCT BbB
Berepunapuara mexnuuna”, 163-170.
https://www.webofscience.com/wos/cabi/full-record/CABI:20093349191
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Sixteen acid-souble (free) nucleotides in the heart of calves from the Black-White and
Bulgarian Brown cattle breeds were found by two-way paper chromatography method.

The quantity of adenosine- and guanodine- diphoshate nucleotides is significant higher (p<
0.05) in comparison with that of three- and monophosphate nucleotides in the both examined
breed. It was established that quantity of uridine monophoshate nucleotid was significant (
p< 0.05) higher in comprison with the quantity of threephosphate and diphosphate
nucleotides in the heart of the calves in the both examined breed. The quantity of uridine
threephosphate nucleotid is significant lower (p< 0.05) in comparison with that of uridine
diphosphate and monophosphate nucleotides in the heart of the calves in the both examined
breed. Total quantity of adenosine nucleotides, guanodine nucleotides, uridine nucleotides
and uridin diphosphate-sugars is significant higher (p< 0.001) in the heart of the calves from
Bulgarian Brown breed in comparison with that of the calves from Black-White breed. It
was found that quantity of the NAD is significant higher (p< 0.001), in comparison with that
of the NADP in the heart of the calves in the both examined breed. The quantity of NAD and
NADP is significant higher (p< 0.001) in the heart of the calves from Bulgarian Brown breed,
in comparison with that of the calves from Black-White breed.

B cbpuero Ha Tenera ot YepHouapeHara u bbiarapckata kadsiBa nopoja ca yCTaHOBeHU 16
Opos KHCEITMHHOPA3TBOPUMH (CBOOOTHH ) HYKIICOTHAN. KOIM4ecTBOTO HA aICHO3MHOBUTE U
ryaHo3uHOBHTe audocdar HykiaeoTuau e gqoctoBepHo (p < 0.05) mo-Bucoko, B cpaBHEHHE
ChC ChABPIKAHUETO HA TPU-U MOHO — (hocaT HyKICOTHIUTE P IBETE U3CICABAHU TIOPO/IH.
VYcTraHoBUXME, Y€ ChIBbPKAHUETO Ha YpUAMHMOHOpOChAT HYKIEOTHIa € JOCTOBEpHO (p <
0.05) mo-BUCOKO, B CpaBHEHHUE C YpHIUH Tpu- U AudochaT HyKICOTHIUTE B CHPIETO HA
TeseraTa v pH ABeTe niciensanu nopoau. Coeabpixanuero Ha YT e noctosepHo (p < 0.05)
Hall-HUCKO, B CPaBHEHUE ChC ChABbPKaHUETO Ha Y D nu YMO B cbpueTO Ha TeneTara u npu
JIBETE U3CJIEIBAaHU [TOPOJIH.

OO0110TO ChABPKAHNE HA aICHUHOBUTE, T'YaHUHOBUTE, YPUIUHOBUTE HYKIeOTUAN U Y 1D —
3axapure e noctoBepHo (p < 0.001) mo-BHCOKO B ChpLETO Ha Tejerara oT bwarapckara
ka(sBa mopoJia, B CpaBHEHHE € TOBA Ha TejieTaTta oT YepHolapeHaTa nopoja.
VYcranoBuxme, de cwhabpkanuero Ha HAJl e nmocroBepHo mo-Bucoko (p < 0.001), B
cpaBHenne ¢ HAJI® B chppuero Ha Tenerara M IpH JIBETE H3CIEABAHU IOPOJIH.
Coawppxkannero Ha HAJl u HAI® e nocroBepHo mo-Bucoko (p < 0.001) B chpuero Ha
TeseTara oT bbiarapcka kagsisa mopojia, B CpaBHeHHe ¢ TejeTaTta oT YepHolapeHaTa nopoja.

7.3. BacuneBa /I., P. CroiikoBa, K. IloueBa, T. Koaymea. 2008. KoauuecTBo Ha
KHCEJIMHHOPA3TBOPUMHU (CBOOOIHH) HYKJIEOTHAH B MYCKYJHA ThKAaH HA TejeTa OT
Yepuomapena u brarapcka kadsia nopoaa. JKuBoTHoBbAHM Hayku, 5:84-91. ISSN
0514-7441

https://www.webofscience.com/wos/cabi/full-record/CABI1:20093159015

Nineteen acid soluble (free) nucleotides, two mononucleotides and one unidentified
nucleotide, in the muscular tissue of calves of the Black-White and Bulgarian Brown cattle
breeds were found by two-way paper chromatography method. The content of adenosine-
and guanodine- diphosphate nucleotides was significantly higher (p < 0.05), in comparison
with that of three- and monophosphate nucleotides in the both examined breeds. Total
quantity of adenosine and guanodine nucleotides was significantly higher (p < 0.001) in the
muscular tissue ot the calves from Bulgarian Brown breed, in comparison with that of Black-
White calves.

It was established that the level of uridine threephosphate nucleotides was significantly (p <
0.05) higher in comparison with the quantity of di- and monophosphate nucleotides in the
examined breeds.
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The quantity of NAD was significantly (p < 0.001) higher, relative to that of NADP in the
both breeds.

JleBeTHaieceT KUCEITMHHOPA3TBOPUMHU (CBOOOAHM) HYKJIEOTHIH, JABAa MOHOHYKJICOTHAA U
€IMH HEWACHTU(HUIMPAH HYKICOTHI Ca OTKPUTH B MYCKyJHAaTa ThKaH Ha TeleTa OT
nopoaute YepHomapeHo u bwirapcko kasBo roBefo, upe3 JABYHNOCOYHA XapTHEHA
xpomarorpadus. CbIbp)KaHHETO HA AJCHO3WH- M TYaHOAMHIU(POCHATHH HYKICOTHIU €
3Ha4YMTENHO mMOo-BHCOKO (p < 0,05), B cpaBHeHHWE C TOBa Ha TpU- M MOHO(pochHaTHH
HYKJICOTUAM W TIPU JABETE u3cienBaHd mnopoiu. OOIIOTO KOJIMYECTBO Ha aJ€HO3MH U
I'yaHOJMH HYKJICOTUAU € 3HAYUTETHO 0-BUCOKO (p < 0,001) B MycKynHaTa ThKaH Ha TeJeTa
ot bwirapcka xagsBa nopoja, B CpaBHeHHE ¢ TOBa Ha UepHOIIapeHUTe TeJeTa.
VYcTaHOBEHO €, 4e HUBOTO Ha YpUJIMH TpU(ochaTHUTE HYKJICOTUIH € 3HaunuTesHo (p < 0,05)
M0-BUCOKO B CpPaBHEHHME C KOJHMYECTBOTO Ha M- U MOHO(OC(hATHUTE HYKICOTUIU TpPHU
U3CJeIBaHUTE OPOIH.

KomnuectBoto Ha HA/] e 3HaunTenno (p < 0.001) mo-Bucoxo crpsimo ToBa Ha HAJI® u npu
JIBETE OPOJIH.

7.4. CroiixoBa, P., K. LloueBa, /I. Bacuiaena, T. Koaymesa. 2008. KosnuecTBo Ha
KHCEJIMHHOPA3TBOPUMH (CBOOOHN) HYKJIEOTH/IH B JAJIaK HA TejleTa oT UepHomapeHna
u buarapcka kagsiBa nopoaa. ’/KuBoTHOBBIHU HAYKH, 5:92-99. ISSN 0514-7441
https://www.webofscience.com/wos/cabi/full-record/CABI1:20093159016

Sixteen acid-souble (free) nucleotides in the spleen of mals calves from the Black-White and
Bulgarian Brown cattle breeds were found by two-way paper chromatography method. The
quantity of adenosine- and guanodine- diphoshate nucleotides is significantly higher ( p<
0.05) in comparison with that of three and monophosphate nucleotides in both examined
breeds. The total quantity of adenosine and guanodine nucleotides is significantly higher (p<
0.001) in the spleen of the calves from Bulgarian Brown breed, in comparison with that of
the calves from Black-White breed.

It was established that the quantity of uridine monophoshate nucleotide was significant ( p<
0.05) higher in comprison with the quantity of uridine three and diphosphate nucleotides in
the spleen of the calves in both examined breeds. The quantity of uridine diphosphate
nucleotid is significantly lower ( p< 0.05) in comparison with that of three and
monophosphate nucleotides in the spleen of the calves in both examined breeds. The total
quantity of uridine nucleotides is significantly higher ( p< 0.001) in the spleen of the calves
from Black-White breed in comparison with that of the calves from Bulgarian Brown breed.
It was found that quantity of the uridin diphosphate-sugars is significantly higher (p< 0.001)
in the spleen of the calves from Black-White breed, in comparison with that of the calves
from Bulgarian Brown breed.

It was found that quantity of the NAD is significantly higher (p< 0.001), in comparison with
that of the NADP in the spleen of the calves in both examined breeds. The quantity of NAD
and NADP is significantly higher (p< 0.001) in the spleen of the calves from Bulgarian
Brown breed, in comparison with that of the calves from Black-White breed.

I[lo wmeroma Ha JBymocoyHaTa XapTHeHa Xpomarorpagus ca  OTKpuUTH 16
KHCETMHHOPA3TBOPUMHU (CBOOOAHM) HYKJICOTHIAM B Jajllaka Ha TeleTa OT MOPOIHUTE
UYepnomapeno u bwarapcko kadsso roseno. KomnuecTBoTo Ha afeHO3MH- U T'yaHOJWH-
mudochaTHUTE HYKICOTUAN € 3HAYUTEIHO Mo-BUCcOKO (p<0,05) B cpaBHEHHUE C TOBA Ha TPU
1 MOHO(OCHaTHUTE HYKIICOTUIN U TIPHU JIBETE U3CIIeIBaHH MOPOo 1. OOIMIOTO KOJTUIECTBO Ha
aJICHO3UH U T'YaHOJIMH HYKJICOTUAM € 3HauuTeNHO no-Bucoko (p< 0.001) B ganaka Ha Tenera
ot bearapcka kadsBa nopoja, B cpaBHEHHE ¢ TOBa Ha Tesera oT YepHolapeHa nopoja.
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YcTaHOBEHO €, ye KOJMYECTBOTO Ha YpUAMH MOHO(ochaT HYKIEOTHAU € 3HAYUTEIHO
(p<0,05) mo-BHCOKO B CpaBHEHHUE C KOJTMUECTBOTO HA YPUAUH TpH- U AU(OchaT HyKICOTHAN
B JlajlaKa Ha TeJleTara U Mpu JIBeTe ucieaBanu nopoau. Komumuectsoro Ha ypuaunaudocdat
HYKJICOTHIH € 3HAYUTETHO Mo-HUCKO (p<0,05) B cpaBHEHHE ¢ TOBA HA TpU U MOHO(DOCHAT
HYKJICOTHIUTE B JlaJlaka Ha TeJeTaTa v pu JIBeTe u3cieaBaHu nopoau. O01oTo KOIM4ecTBO
Ha YpUAMHOBU HYKJIEOTHAM € 3HAYUTENHO no-Bucoko (p<0,001) B nmamaka Ha Tenera OT
UYepHomapeHara nopojia B CpaBHEHHE ¢ TOBa Ha TelieTa oT brirapckara kadssa nmopoja.
YcTaHOBEHO €, Y€ KOJIMYECTBOTO Ha ypuauHandocdar 3axapure € 3HaUUTEIHO MO-BUCOKO
(p< 0.001) B manmaka Ha Tenera oT YepHomapeHaTa mopoja, B CpaBHEHHE C TOBA Ha TelieTa
ot brarapckara xadsiBa noposja.

YcraHoBeHo e, ue kosnyecTBoTo Ha HAJI € 3HaunTenno no-sucoko (p< 0.001), B cpaBHEHUE
c roBa Ha HA/[® B nanaka Ha TeneraTa v Ipu ABETE u3caeaBaHu nopoau. KommuectBoTo Ha
HAl u HAZ1® e 3raunmo no-Brucoko (p< 0.001) B manaka Ha renera ot bwirapckara kadsisa
1Opo/ia, B CpaBHEHUE C TOBA Ha TeleTa oT YepHoniapeHaTa nopoja.

7.5. CroiikoBa-I'puropoa, P., K. oueBa, T. Koaymea, H. Koaymesn. 2009.
KoimnuecTBo Ha KMCeTMHHOPA3TBOPUMHU (CBOOOHH) HYKJICOTHAU B TECTUCH HA TeJleTa
or YepnHomapena u bbarapcka kadssa nopona. COOpHMK HayyHH AOKJIagH OT
FO0neiina nayuyna koH¢epenuus ,, Tpaguuun U cbBpeMeHHOCT BbB Berepunapnara
meaununHa”, Jlecorexnuueckun YHuBepcurer, @axkyuarer no Berepunapna Meauuuna,
Codmus, 135-143.
https://www.webofscience.com/wos/cabi/full-record/CABI:20143419561

Eighteen acid-souble (free) nucleotides in the testicles of calves from the Black-White and
Bulgarian Brown cattle breeds were found by two-way paper chromatography method. The
quantity of adenosine- threephoshate nucleotides is significant higher (p< 0.05) in
comparison with that of di- and monophosphate nucleotides in the both examined breed. The
quantity of guanodine- diphoshate nucleotides is significant higher (p< 0.05) in comparison
with that three- and monophosphate nucleotides in the both examined breed. It was
established that quantity of uridine monophoshate nucleotid was significant ( p< 0.05) higher
in comprison with the quantity of threephosphate and diphosphate nucleotides in the testicles
of the calves in the both examined breed. The quantity of uridine threephosphate nucleotid is
significant lower (p< 0.05) in comparison with that of uridine diphosphate and
monophosphate nucleotides in the testicles of the calves in the both examined breed. It was
found that quantity of the NAD is significant higher (p< 0.001), in comparison with that of
the NADP in the testicles of the calves in the both examined breed. Total quantity of
adenosine nucleotides, guanodine nucleotides, NAD, NADP, IMF and CMF is significant
higher (p< 0.001) in the testicles of the calves from Black-White breed in comparison with
that of the calves from Bulgarian Brown breed. Total quantity of uridine monophoshate
nucleotide and uridin diphosphate-sugars is significant higher (p< 0.001) in the testicles of
the calves from Bulgarian Brown breed in comparison with that of the calves from Black-
White breed.

B Tectucure Ha Tenera ot YepHomapeHnata u bbirapckara kadsiBa mopojaa ca ycTaHOBEHU
18 Opos KHCENMHHOPA3TBOPHUMH (CBOOOJHHM) HYKJICOTH]A. KonunuectBoTo Ha
azieHo3nHoBuTe Tpudocdar HykneotTuau e goctosepHo (p < 0.05) mo-Bucoko, B cpaBHEHHE
ChC CHABPKAHUETO HA TU- U MOHO(DOC(ATHYKICOTUANTE U TIPU JABETE U3CIEABAHH MTOPOIH.
YcTaHoBUXME, Y€ ChIBPKAHUETO Ha T'yaHO3UHOBHUTE AU(ochaT HYKICOTUIN € JOCTOBEPHO
(p<0.05) 1O-BHCOKO, B CpaBHEHHE CBC CBHIBPKAHUETO HA TpPU- MU MOHO —
dbochaTHyKICOTUIUTE U TpPH JBETe H3CcIeABaHM Nopoau. KoaudyecTBOTO Ha YypUAMH
MoHO(pochaT HykneotuauTe € noctoBepHo (p<0.05) mo-BUCOKO, B CpaBHEHUE C YPUIUH TPHU-
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u au- ¢ocdaTr HyKICOTUAUTE B TECTHCH Ha TejleTaTa W MpPU JBETE M3CIIECABAHU MOPOIH.
KomnuectBoto Ha YD e npocroBepHo (p < 0.05) Hail-HHUCKO, B CpaBHEHUE CbC
chabpkaHuero Ha YT® u YMO® B TecTucH Ha TelieTata U IpU JABETE U3CIEIBAHU MOPOIH.
Coabpxanuero Ha HAJl e nocroBepHo mno-Bucoko (p<0.001), B cpaBHenue ¢ HAJID B
TECTUCH Ha TeleTara M MpH JABETe Hu3cieABaHH mopoau. OOIIOTO ChAbpKAHHE Ha
afgeHuHoBUTE U ryaHuHoBute Hykieotuan, HAJ[, HAAD, UM® u [IM® e noctoBepHO
(p<0.001) mo-BHCOKO B TECTHUCH Ha TeJeTaTa OT UepHoIIapeHara mopoja B CpaBHEHHE C TOBA
Ha Tenerata OoT bbiarapckara kadssa mopoma. OOMIOTO ChIBpPXKAHWE HA YPUIAHOBHUTE
nykiaeotuau u Y JI® — 3axapure e moctoBepHo (p<0.001) mo-BUCOKO B TECTUCH HA TejleTaTa
ot bwirapckara kxadsBa mopona, B CpaBHEHHE C TOBa Ha Tenetata oT YepHoliapeHara
1I0poAa.

7.6 Houesa K., P. [lerpoBa, I1. Ctoiikos, 3. IlIungapcka. 2009. Ouenka BIUsIHHETO
Ha C€30HA U CUCTEMHUTEC Ha OTIVIE/KIAHE BbPXY BAPDUPAHETO HA HAKOU IMOKA3aTEJIH HA
TeJeTa 32 YyrosiBaHe or BT;JII“apCKa CHUMCHTAJICKA IIopo/aa. CeJICKOCTOIMAHCKA HayKa,
1:46-57. ISSN 1311-3534

https://www.webofscience.com/wos/cabi/full-record/ CABI:20103353928

Influence of the season and rearing systems on the variation of final live weight and average
daily gain of fattening calves from Bulgarian simental breed was estimated through
monofactorial and two factors nested analysis of variance. It was found that season in which
fattening of calves started had no significant influence on variation of the studied characters.
Variance estimates associated to rearing systems were significant (p<0.01, p<0.001) only in
second experiment (started during summer). Therefore we can consider that approximately
25 % of variation of final live weight and 40 % of variation of average daily gain were due
to rearing systems in which the calves were fattened in that experiment. The rank correlations
(rs) between initial and final live weight of the calves were significand (p<0.05, p<0.01) for
all three rearing systems in both experiments. The rank correlations were estimated by the
coefficients of determination, which were between

31 % and 85 %.

BnusiHueTo Ha ce30Ha M CUCTEMUTE Ha OTIJIEKJaHE BbPXY BApUPAHETO HA KpailHaTa >KuBa
Maca ¥ CpeIHUs JTHEBEH MPUPACT Ha TeJeTa 3a yrossaHe oT beiarapcka cuMeHTalcKka mopoja
€  OILIGHEHO, IIOCPEACTBOM  JBY(QakTOpeH U  eJHO(AKTOpeH  AMCIEPCHOHEH
aHaJIN3.YCTAaHOBEHO €, Y€ CE30Ha Ha 3ajlaraHe Ha TeJeTaTa 3a yrosBaHE HE OKa3Ba
JIOCTOBEPHO BJIMSHUE BBbPXY BAPUPAHETO HA AHAJIM3UPAHUTE KOJUYECTBEHU I1OKa3aTesu.
OneHkWTe Ha BapuaHca, CBbP3aHM C BIMSIHMETO Ha CUCTEMHUTE Ha OTIVIeKJaHE ca
noctoBepHu (p<0.001, p<0.001) camo BBB BTOpHs omHT. TOoBa HU JlaBa OCHOBaHHUE Ja
IIpreMeM, 4e okoJio 25% OT BapupaHeTO Ha KpaiiHara xuBa Maca u 40% ot BapupaHeTo Ha
CpeIHUsl THEBEH IpHUpacT Ha Tejerara ce oO0yciaBsi OT BIMSHHMETO Ha CUCTEMHTE Ha
otrnexaane. Koeduuuenture Ha panrosa kopenamus (rS) Mexy HadajgHaTa M KpaifHara
YKMBa Maca Ha Tenerara ca goctoBepHu (p<0.05, p<0.01) 3a TpuTe cCUCTEMHU HA OTIJICKIAHE
B aBara onuTa. CTemeHTa Ha KOpeEJalMOHHATa 3aBHCUMOCT € OLIEHKa MOCPEICTOBOM
Koe()UMIIMEHTUTE Ha AeTepMUHAIMs], KOUTO ca B rpaHuimTe ot 31 10 85 %.

7.7. IloueBa K, P. CroiikoBa, M. Muxaiiioa 2011. Ilpujoxenue Ha
MHKPOCATeJUTHUTEe Mapkepu B O0BLHeBBbACTBOTO. I ChoOmenue. 7KMBOTHOBBIHM
Haykmu, XLVIII, 1:111 — 121. ISSN 0514-7441 (Print) ISSN 2534-9856 (On-line)
https://www.webofscience.com/wos/cabi/full-record/ CAB1:20113252410

In the last decade, in the context of the recommendations of FAO and ISAG (International
Society of Animal Genetics), numerous studies have been launched, with a view to
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characterizing the genetic structure and evaluating intra- and inter-breed diversity in a
number of sheep populations. The current level in the development of molecular genetics,
the technical and scientific achievements in this field, have determined the use of
microsatellite and mitochondrial DNA sequences as routine methods for the assessment of
genetic structure and diversity in different ruminant populations. The application of
microsatellite markers is undeniable in proving paternity and pedigree records, with the aim
of tracking alleles in populations, and is scientifically sound both for the assessment of
genetic diversity, genetic distances and inbreeding in different livestock populations.
Microsatellite markers are the best genetic markers because of their locus identity, high level
of polymorphism, genome-wide random distribution, codominant inheritance, selection
neutrality, reproducible and easy automation of analytical procedures in genotyping sheep of
different breeds.

[Ipe3 mocnegHoTo necetwneTue B KOHTEKcTa Ha npenopbkute Ha FAO u ISAG
(MexyHapoqHO OOLIECTBO IO TEHETHKa Ha >KMBOTHHUTE) CTapTHpAT MHOTOOpPOWHU
W3CIeIBaHMs, C OTJIe/l XapaKTepUCTHKA Ha IeHEeTHYHATa CTPYKTypa M OLEHKa Ha BbTpe- U
MEXIy- TOPOAHOTO pa3HOOOpasWe B peaula Momylanud oBme. Hacrosmoro HUBO B
Pa3BUTHUETO HA MOJIEKYJISpHATA F€HETUKA, TEXHUUECKUTE U HAyYHUTE MOCTHXKEHUS B Ta3U
obmact, o0ycloBHXa H3IOJ3BAHETO HAa MHUKpOCATEeIMTHUTE W MuToxoHapuamHu JHK-
MOCIIEIOBATETHOCTH KaTO PYTUHHU METOAM 3a OIEHKAa Ha TEeHEeTHYHaTa CTPYKTypa H
pasHoOOpa3sueTo B pa3IMYHU TMOMYJAUN TPESKUBHU JKUBOTHU. llpmiiokeHueTo Ha
MHUKpPOCATETUTHUTE MapKEPH € HEOCTIOPUMO IPH JI0Ka3BaHEe Ha OAIIMHCTBO M HA 3aIllUCH OT
NeAUrpeTara, ¢ Led MpOocielsBaHe Ha ajieIuTe B MOIYJAUUTE U € HAYYHO OOOCHOBAHO
KAaKTO 3a OIEHKa Ha TEeHETUYHOTO pa3HOOoOpas3ue, FeHEeTUYHUTE MCTAHIMHM, Taka U 3a
WHOpHIVMHTAa B PA3JIMYHUA TIOMYJIAlUU CEICKOCTONMAHCKH XKHBOTHH. MUKPOCATETUTHHUTE
MapKepu ca Hail-moOpuTe TeHETUYHU MapKepu MOpaau TIXHATa JOKYCHAa HUJEHTHUYHOCT,
BUCOKO HHMBO Ha NOIMMOP(HU3BM, CIy4allHO pa3NpeAeiieHHe BBPXY UENHUS TEHOM,
KOJIOMHUHAHTHO HacleIsiBaHe, HEYTPATHOCT OTHOCHO CEJICKIHATA, BB3IPOU3BOIMMA U JIECHA
ABTOMATH3AIIMsI HA aHAIUTUYHUTE MIPOLIETYPH PU T€HOTHIHPAHE.

7.8. IloueBa K, P. CroiikoBa, M. MuxaiijoBa, 2011. IIpuioxkenne Ha
MHKPOCATeJUTHUTEe Mapkepu B OBHeBbACTBOTO. II CnoOmenne. ’KMBOTHOBBIHM
Hayku, XLVIII, 2:43 — 53. ISSN 0514-7441 (Print) ISSN 2534-9856 (On-line)
https://www.webofscience.com/wos/cabi/full-record/ CAB1:20113252421

The literature review showed that over the past decade, intensive research has been carried
out in various sheep breeds using microsatellite markers to assess genetic diversity. The
molecular data obtained from these studies are informative quantitative parameters for the
structure of the breeds, the genetic distances between them and the level of inbreeding. The
information obtained from the studies using microsatellite markers adequately reflects the
changes in allelic diversity realized through the gene flow of the male individuals and is
suitable for a comprehensive representation of the genomic diversity in sheep. In this aspect,
the obtained molecular data on population structure and genetic diversity are a step forward
in the concept of modern genetic resources of farm animals. Conservation of genetic
diversity, as one of the main problems of applied genetics, presupposes the availability of
comprehensive information about the structure of populations, including the sources of
interbreed and intrabreed allelic diversity. Because precisely this information is an
unconditional prerequisite for the adequate realization of priorities and effective strategies
for the preservation of genetically different and unique breeds of sheep.

JlutepaTypHUAT Tperyie]] Ioka3a, 4e IMpe3 IMOCIEAHOTO JIeCeTHJIETHE ca TMPOBEACHU
WHTEH3UBHU W3CIIE[IBAHMS B PA3JIMUYHUA TOPOJAM OBIIE MOCPEACTBOM  MHKPOCATEIUTHU
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MapKepH, ¢ 1l OlleHKa Ha TeHETUYHOTO pasHooOpasue. [lonyueHure MONIEKYyIIpHU JaHHU
OT TE3W U3CJC/IBAHUS CE SBABAT MH(DOPMATHBHH OLEHBYHU KOJUYECTBEHU MMapaMeTpH, 3a
CTpYKTypaTa Ha MOPOJAUTE, TEHETUYHUTE AUCTAHIIUU MEXIY TSIX U HUBOTO HA MHOPEIMHT.
Nudopmanusara momydeHa OT U3CICABAHMUITA MOCPEACTBOM MHUKPOCATCIUTHUTE MapKEpH
aJIecKBaTHO OTpa3sBa IMPOMEHUTE B aJeHOTO pazHooOpa3ue, peaiu3upaHO 4pe3 T'€HHUS
MOTOK OT MBXKHUTE WHIUBUJIM, U € MOJAXO/AIIA 32 ISJIOCTHO MPEJICTaBsIHE HA TEHHOMHOTO
paszHooOpasue mpu oBiieTe. B To3u acnekT noayyeHUTe MOJIEKYJISIPHU JaHHH 33 CTPYKTypaTa
Ha TOMYJIAIMATE W TEHETUYHOTO pa3HooOpa3ue ca Kpadka Hampea B KOHIICMIHATA 3a
CbBPEMEHHUTE T€HETUYHH PECYpCH Ha CEJICKOCTONAHCKUTE XUBOTHU. ChXpaHEHHETO Ha
TFeHETUYHOTO pa3HOOOpa3ue KaTo €AUH OT OCHOBHHUTE MMPOOJIeMH Ha MPHJIOKHATA TeHETHKA,
mpeanoyiara Hajdudue Ha u34YeprnarenHa uH(OpMaNus, OTHOCHO CTpPYKTypaTa Ha
MOMYJIAlMUTE, BKJIIOUUTEIHO HM3TOYHHUIIUTE HAa MEXAYMOPOJHO U BHTPEHOPOJIHO aJIeTHO
pasHooOpasue. 3aoTo UIMEHHO Ta3u WH(opManus ce sBsiBa 0e3yCcIOBHA MPEANOCTaBKa 32
aJIecKBaTHO peaju3upaHe Ha NPUOPUTETH U e(EeKTHBHH CTPATETMM 3a ChbXpaHEHUE Ha
TEHETUYHO PA3JIMYHU U YHUKAIHH IOPOJIU OBLIE.

7.9. CroiikoBa-I'puroposa, P., K. Credanona, 7K. HakeB, U. Atanaco, M. UrnaroBa,
II. MapunoBa, 2016. Crtpec cunapom (PSS) m ¢usnkoxmmMmuyeH cbCTaB Ha m.
Longissimusdorsi npu cBune or MH3TrouHoOankaHckara mnopoaa. KuBOTHOBBAHU
Haykm, LIII, 3-6, 121-127. ISSN 0514-7441 (Print) ISSN 2534-9856 (On-line)
https://www.webofscience.com/wos/cabi/full-record/ CAB1:20183030461

The Malignant hyperthermia in pigs is due to a mutation in the locus of the ryanodine receptor
gene (RYR1) or Porcine stress syndrome (PSS) and the presence of pale, soft and exudative
(PSE) meat. The aim of this study is to make genotyping for ryanodine receptor gene and
physicalchemical analysis of m. Longissimus dorsi in pigs from East Balkan breed.
Genotyping by searches locus was performed by polymerase chain reaction method (PCR
method) and the analysis of the polymorphism of the restriction fragment lengths (RFLP).
DNA is isolated from plucked hair of 32 animals from two herds bred in Burgas and Shumen
region. Analyses of genotyping at RYRL1 locus from pigs of East Balkan breed showed only
homozygous for the dominant allele individuals (NN). The mutation of RYR1 gene
(recessive allele n) has not been observed and the tested animals are negative for porcine
stress syndrome. Established phenotype of pale, soft and exudative meat in m. Longissimus
dorsi at East Balkan breed pigs after induced stress that is by non-genetic origin.

Crpec cungpoma mipu cBuHete (PSS) ce apmxum Ha Myranus B JIOKyca Ha TIeHa Ha
puanoauHoBus peuentop (RYR1) u e cBbp3an ¢ Hanuuuero Ha 01e/10, MEKO U €KCY/1aTUBHO
(PSE) meco. llenra Ha TOBa M3cieABaHE € Ja C€ HaNpaBU ICHOTUIIMPAaHE Ha IeHa Ha
PUAHOAMHOBHS peLleNTOp U PU3UKOXUMHUEH aHanu3 Ha m. Longissimus dorsi mpu cCBUHE OT
N3rounobankancka mnopoga. ['eHoTunupanero Oemie U3BBPIIEHO Ype3 MeToJa Ha
nogumepasHo BeprkHaTa peakuus (PCR meron) m ananmu3 Ha noauMopdu3MuTe Ha
ObJDKUHUTE Ha pecTpukunoHHuTe ¢pparmenT (RFLP). IHK Gemnte nzonupana or KocMeHU
JYKOBUIIM Ha 32 >KMBOTHU OT JBE CTaja, oTriaexxaanu B bypracka u Illymencka ob6nacT.
AHnanu3uTe Ha reHotunupanero Ha yokyca RYRI1 mpu mpacera ot U3tounobankaHckaTa
1opojia rmoka3axa caMo XOMO3UI'OTHH MO AOMHHAHTHUS anen uHauBuam (NN). Myranusra
Ha reHa RYRI1 (peuecuBen anen n) He e HaOmoJaBaHa M TECTBAHWTE >KUBOTHHU ca
orpuuaresnu 3a CTpec CMHIpOMa IpU CBUHETE. Y CTAaHOBEHOTO 0J1€/10, MEKO M €KCYJaTUBHO
Meco npu m. Longissimus dorsi npu M3Tounobankancka mopojia CBUHE Ce IabKU Ha CTpec
C HETEHETHYEH IPOU3XO/L.
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7.10. Balkanska, R., K. Stefanova, R. Stoikova-Grigorova, V. Manolova. 2018.
Preliminary study of DNA extraction from Bulgarian honeys and its amplification by
PCR for botanical identification. Food and Health, 4(3), 194-201. ISSN 2602-2834 (On-
line)

https://www.webofscience.com/wos/cabi/full-record/CAB1:20193074564

The physiochemical and biological properties of honey are directly associated to its floral
origin. Some current commonly used methods for identification of botanical origin of honey
involve melissopalynological analysis or other analytical methods. However, these methods
can be less sensitive and time-consuming. DNA-based methods have become popular due to
their quickness and reliability. In this respect, the purpose on the present study is to compare
two DNA extraction kits — DNeasy Plant Mini Kit (Qiagen) and GeneJET Genomic DNA
Purification Mini Kit (Thermo Scientific) and CTAB method combined with different pre-
treatment procedures and applied to 3 multifloral and 2 monofloral honey samples. The DNA
extraction and amplification was carried out for all honey samples with similar results in each
replication. The extracted DNA was amplified by PCR using plant specific primers rbcL gene
and trnH-psbA spacer. The result obtained confirming that the DNA extracted has good
quality for analysis of PCR products and that it can be used for botanical identification of
honey.

OU3NKOXMMUYHUTE M OMOJIOTMYHM CBOWCTBA Ha MeJa ca IPSKO CBBP3aHU C HErOBUS
¢opanen npousxoj. Hiakon HacTOSIIM YecTO M3MOI3BAaHH METOIH 32 WACHTHU(HUIMPAHE HA
O0OTaHUYECKHs MPOM3XOJ] Ha Mela BKIIIOUBAT MEJIHCOMAIMHOJIOTHYEH aHAIU3 WIA JPYTd
aHAJIMTUYHU METOJIU. Bbrpeku ToBa, T€31 METOAM MOTaT Aa ObJIaT MO-MaJIKO YyBCTBUTEIHU
u oTHemamu Bpeme. basupanute Ha JIHK Meronu cranaxa momynspHU MOpPagul CBOSITA
Obp3uHA W HaIEXKTHOCT. B TOBa OTHOIIEHWE IENTa Ha HACTOSAMIOTO NMPOYYBAHE € Jla ce
cpaBHAT 1aBa kuTa 3a excrpakius Ha JIHK — Mini Kit DNeasy Plant (Qiagen) u GeneJET
Genomic DNA Purification Mini Kit (Thermo Scientific) u CTAB meron, koMOuHHpaH ¢
pa3IMYHU MPOLEAYPH 3a IpeaBapUTeHa 00paboTKa U MPUIOKEH KbM TPU MOMUU(IOPHU U
nBe MoHOQuIOpHU TTpoOu Mea. Excrpakmusta n ammmndukanusata Ha JJHK 0sxa uzsbpiienu
3a BCMUYKH MPOOHU OT MeJ ¢ MOJAOOHM pe3yNTaTu MpU Bcska perviukainus. Ekcrpaxupanara
JTHK ce ammmudunmpa upe3 PCR, kaTo ce u3non3par cnenu@uyuHy 3a pacTeHUsATa MpaiMepu
rbcL ren u trnH-psbA cneiicep. [lonydyeHusT pe3ynrar noTBbpkaaBa, ye u3nnedenara JJHK
nMa 100po kadecTBo 3a aHanu3 Ha PCR npoaykTu u MoOXke Ja ce U3MoJ3Ba 3a O0TaHWYEeCKa
UICHTH(UKAIUS HA ME]T.

7.11. lvanova, T., R. Stoykova-Grigorova, M. Bozhilova-Sakova, M. Ignatova, I.
Dimitrova. 2021. Genetic Basis of Seasonal Reproduction in Sheep. Journal of
Mountain Agriculture on the Balkans, 24 (3), 40-59.

ISSN 1311-0489 (Print); ISSN 2367-8364 (Online)
https://www.webofscience.com/wos/cabi/full-record/ CABI1:20220266115

Sheep breeding is one of the branches of agriculture in which increasing the productive traits
of animals is essentialt. The genetic progress obtained through the conventional breeding
technique is significant, but it could have a greater and faster effect with the use of new
molecular based technologies to improve the desired productive qualities of economically
importance. The application of DNA markers associated with genetic diversity and
quantitative trait loci are important for the development and use of marker selection for
increasing the efficiency of breeding programs, including sheep breeding. The study of the
factors and mechanisms of their effect on reproduction in sheep makes it possible to improve
their characeristics and to increase the productivity of animals. The genes of the hormone
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melatonin, melatonin receptors and the enzyme arylalkylamine N-acetyltransferase are the
main molecular markers, the object of many studies, which have been identified as candidate
genes with effective influence on fertility in sheep, making them suitable for selection.

OBLEBBACTBOTO € €AUH OT BAXHUTE OTPACIM B CEJICKOTO CTONAHCTBO, B KOMHTO
[IOBUIIIABAHETO HAa NPOAYKTUBHUTE II0KA3aTeld Ha >XMBOTHHUTE € OT Ba)KHO 3HAYCHHUE.
['eneTnyHUAT nporpec, NOJyYeH 4pe3 ,,Kjlacuueckara” pa3BbHa TEXHUKA € 3HAUUTEJICH, HO
TOM MO’Ke J1a UMa MO-ToJIsIM U Obp3 €(PEKT ¢ U3MOI3BAaHETO HA HOBU MOJIEKYJIIPHO OazupaHu
TEXHOJIOIMH 3a [10100psiBaHE HA ThPCEHU CEJIEKIIMOHHU KaueCTBA C HKOHOMMUYECKH BaXKHO
3HayeHue. [Ipunaranero nHa JIHK mapkepu, cBBbp3aHHM C I'€HETMYHOTO pa3zHOOOpasue u
JIOKYCH 3@ KOJMYECTBEHU MPU3HALM €A OT 3HAYMMOCT 3a pa3pabOTBaHETO U MOJI3BAHETO HA
YCKOpEHa MapKepHa CeJIeKLUs 3a NOBUIIaBaHe ePEKTUBHOCTTA HA pa3BbAHUTE NPOTPaMu B
T. 4. ¥ OBIEBBJCTBOTO. MI3y4aBaHeTo Ha PaKTOPUTE U MEXaHU3MUTE Ha BIUSHUETO UM BBPXY
pPa3sMHOXKHTEIHHUA MpoOLEeC IpHU OBLETE JaBa Bb3MOXKHOCT Ja ce [oA00psBaT u
YCBBBPIIEHCTBAT PENPOAYKTUBHUTE UM KadecTBa B IIOCOKAa IIOBHUIIABaHE Ha
IIPOU3BOJUTEIIHOCTTa HA JKMBOTHUTE. ['€eHMTE Ha XOPMOHA MENATOHUH, MEIATOHUHOBUTE
pELenTOpH U €H3MMa apHIAKIIaMiH N-aneTuintpancdepaza ca OCHOBHUTE MOJICKYJISIPHA
Makepu, OOEKT Ha MHOrO IMpPOYyYBaHHs, KOUTO ca ONpEAENCHM KaTro KaHAWJaT I'€HU C
e(pEeKTHUBHO BIUSHHE BBPXY IUIOJIOBUTOCTTA TPH OBIE, KOGTO TH IMPaBH HOIXOMSANIA 32
BKJIIOUBAHE B CEJICKIIMOHHATA IPAKTUKATA.

7.12. Lukanova, N., R. Stoykova-Grigorova, K. Stefanova. 2021. First detection of the
DMRT3 ,,gait keeper” mutation in horse breeds in Bulgaria. Bulgarian journal of
agricultural science, 27 (6), 1233-1237. ISSN 1310-0351 (Print) ISSN 2534-983X (On-
line) https://www.webofscience.com/wos/woscc/full-record/\WOS:000734173800024

The present study aimed to identify the genotype and the allele variety of the DMRT3 gene
highly linked SNP with the horse breed. It aims as well as to determine the effective alleles,
influencing the ability to perform alternate gaits, which causes a favorable effect on the
harness racing performance (all that being based on the results discussed). The animals were
selected via genotyping based on their breed, gaits, and racing performance. Some of these
horses showed good racing performance, so we’ve used their performance traits.

The RFLP analysis was carried out with specific endonuclease Ddel. The whole group of
horses was genotyped for SNP (BIEC2_620109) via Sanger sequencing. In the study, the
mutation was observed in horses from the following 5 harness breeds (Germany, Italian,
Standardbred, French and Bulgarian trotters). In the breeds for a flat race, only the wild type
was observed. SNP (BIEC2_620109) is highly linked with the A and C alleles of
DMRT3_Ser301STOP mutation, except for only one horse of the Fresian breed. Both groups:
young horses of 2 and 3 yo (years old), incl. a qualification test and horses older than 4 yo
(years old) /of heterozygous genotype CA showed a better placing. The heterozygous
genotypes (CA) have a positive effect on the winning results of the four-year-old ones. The
heterozygous genotype (CA) has a negative effect on the qualification and the racing career
of the young horses. These results indicate that this polymorphism may be useful for assisted
selection for the gait type of the gaited breeds.

Hacrosimoro wu3ciensaHe umaiie 3a 1ed Ja WACHTUGUIMPA TEHOTUITHOTO M ajesHO
pasznooOpasue Ha DMRT3 rena, kakTo u 1a onpeeny eeKTUBHUTE ajelu, BIUsSEIIH BbPXY
CIOCOOHOCTTA 3a M3I'BJIIHEHHE Ha aJTEPHATUBHU MOXOJKH, KOETO BOJIU J0 ONaronpusTeH
e(deKT BBPXY MPEACTaBIHETO Ha ChCTe3aTeqHuTe KoHe. JKuBOoTHUTE Osixa mM30paHU BB3
OCHOBA Ha TSIXHaTa IOpoJa, MOXOJKa M ChCTe3aTeIHu pe3ynrartu. Hakom or Te3n koHe ca
MIOKa3aJiu 100po MpeICTaBsIHE B ChCTE3aHUITA.
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RFLP anamu3wT Oemie npoBene cbe crienuduuna engonykieasa Ddel. M36panaTta u3Baaka
koHe Oeme reHorunupana 3a SNP (BIEC2 620109) upe3 cekBeHupane Ha Sanger. B
u3cieABaHeTo MyTauusta Oemie HaOmOJaBaHa MpPU KOHE OT S5 BIpPEraTHU MOPOJIU
(Fepmancku, Utanuancku, Crannapropen, @pencku u bwuirapcku pucarm). [Ipu apyrure
MOpOANTE ce HaOJI0/1aBa caMO JUBUAT TUI. XeTepo3urotHute renotunose (CA) oka3BaT
MOJIOKUTETHO  BJIMSHUE BBPXY MMOOCTHUTE pE3yATaTH HA  YCTHPUTOIMIIHHUTE.
XerepozurotHuar reHotun (CA) oka3Ba HEraTHBHO BJIMSHHE BbpPXY KBaIU(UKAIUATA U
chCTe3aTeNTHaTa Kapuepa Ha MIaJuTe KoHe. Te3u pe3ynTaTu moKa3Bart, ue moauMopdusbpma
MOJKe Jia ObJIe MOJIE3EH 3a ACUCTUPAHA CEJISKIIHS 3a THUIA MTOXO0/Ka Ha MOPOJIUTE C MOXOJIKA.

7.13. Bozhilova-Sakova, M., and Stoykova-Grigorova, R. 2022. Genetic study on BMP-
15 ascandidate gene of prolificacy in Ile de France sheep breed. Bulgarian Journal of
Animal Husbandry, 59(1), 32-35. ISSN 0514-7441 (Print) ISSN 2534-9856 (On-line)
https://www.webofscience.com/wos/cabi/full-record/CABI:20220117422

The aim of this experiment was to detect the possible polymorphism in BMP-15 gene by
PCRRFLP. Sheep BMP-15 gene is located on X chromosome and it is directly related to
prolificacy, ovulation rate and twining in sheep. The present study was carried out with 50
ewes from Ile de France sheep breed, part of the Institute of Animal Science — Kostinbrod.
Blood samples were collected from jugular vein. Genomic DNA was extracted from the
whole blood by manual purification kit. Specific set of primers was used for the PCR
amplification. The PCR products were digested by restriction enzyme Ddel and the obtained
fragments were visualized on 3% agarose gel stained with GelRed. In all tested animals it
was detected only wild allele A and only wild homozygous genotype AA (153 bp),
respectively. Therefore, in this experiment, the studied region of the BMP-15 gene can be
defined as monomorphic, which means that it could not be used as a candidate gene of
prolificacy in this herd.

Ienta Ha TOBa nU3caecBaHe Oellle /1a ce OTKpHE Bb3MOXKHHS NOoaMMopdu3bM B reHa BMP-15,
ype3 PCR-RFLP ananus. 'enst BMP-15 nipu oBuere ce Hamupa Ha X Xpomo3zomaTa U €
IPSKO CBBP3aH C IUIOJOBUTOCTTA, CKOPOCTTa Ha OBYJAllUi M paXJaHETO Ha OJIM3HALM.
Hacrosimmoro mpoyuBane Oerie npoeneHo ¢ 50 oBie-maiiku ot nopoaata Mn neo @panc,
gacT oT MIHCTUTYT 1O )KMBOTHOBBJIHU Hayku — KoctuHOpoa. bsixa B3eTu KpbBHM NPOOH OT
rorynapHara BeHa. 'enomnara JIHK Gemie exctpaxupana ot 1sijia KpbB 4pe3 KoMepcHaseH
KUT 3a u3onupane. 3a PCR ammum¢ukanusara Oemie U3Moi3BaH crneuupuyeH Habop oT
npaiimepu. PCR-RFLP ananu3bT Oemie mpoBeneH upe3 pecTpukiuoHeH eH3um Ddel u
NoJTy4eHHuTe GpparMeHTH Osixa BU3yallu3upaHu BepxXy 3 % araposeH rei, onsereH ¢ GelRed.
[Ipu Bcuuky u3cieBaHy )KUBOTHU Oellle OTKPUT CaMo JIUB ajied A U caMO TUB XOMO3UTOTEH
renotun AA (153 bp). Ilopaau ToBa B Tazu nomymnauuss BMP-15 nokyca moxe na ce
onpeienu KaTo MOHOMOpdEeH U He MoKe Ja ObJe MpuiiaraH Karo KaHIuWJaT TeH 3a
IIJIOJOBUTOCT.

7.14. Stoykova-Grigorova, R., Bozhilova-Sakova, M., lvanova, T., Ignatova, M.,
Dimitrova, 1. 2022. Milk production in sheep — genetic basis and phenotype
characteristics. Bulgarian Journal of Animal Husbandry, 59(2), 23-33 ISSN 0514-7441
(Print) ISSN 2534-9856 (On-line)

https://www.webofscience.com/wos/cabi/full-record/ CABI1:20220208917

Milk is a product with highly dynamic characteristics. Its composition varies according to
the breed, lactation period, nutrition, health status of the animal, as well as the conditions of
milking and storage. Investigation of genetic potential and productive traits of farm animals
is essential for every producer. The phenotypic characteristics of sheep are the result of the
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complex interaction of a wide range of genetic and non-genetic factors. They are slightly
influenced by traditional selection. Therefore, it is essential to study the genetic pattern of
inheritance of these traits. In the last decades of the 20th century, several researchers have
studied genetic variation in populations of different breeds of farm animals, using genetic
markers of class I, such as blood types and polymorphisms of proteins in blood and milk.
Modern methods of molecular biology make it possible to use class Il genetic markers in
research to identify genetic polymorphisms in the loci of molecular markers and associate
them to certain phenotype characteristics, study the laws of organization and functioning of
the genome, decipher the mechanisms for the realization of genetic information. The obtained
data from these analyzes are successfully applied in the development of breeding programs
in animal husbandry practice, to speed up the realization of genetic progress. Some of the
main major candidate genes that have been studied related to milk productivity in sheep are:
prolactin, asl, as2, p and k-casein, a- and B-lactoglobulin, PIT-1.

OHpC[[G.H}IHeTO Ha TCHCTUYHUTC 33HO)I(6I/I nu HpOHyKTI/IBHI/ITC IIOKAa3aTeCJIn Ha
CEJICKOCTOITAHCKUTE JKMBOTHHUTE, KaKTO W IMPOU3BOJICTBOTO HAa KaYECTBEHA MPOIYKIIUS € OT
CBIIIECTBEHO 3HAYEHHE 3a BCAKO CTOMaHcTBO. [Ipe3 mocnemanute necerusnetus Ha 20 Bek
peauiia u3cjaenoBaTeNd MPaBsIT MPOYYBAHUS HA T€HETHYHOTO BapHpaHe B MOMYJallMH OT
Pa3JIMYHU OPOJIH CEICKOCTOIIAHCKH )KMBOTHHM, IOCPEACTBOM I'€HETUYHU MapkepH oT [ kiac,
TaKMBa KaTo KPbBHU TPYIH U MOJIUMOP(PHU3IBM HA MPOTEHHU B KPBB U MIIIKO. CHBPEMEHHUTE
METOAU Ha MOJICKyJI?[pHaTa 6I/IOJIOFI/I$I 1aBaT BB3MOXHOCT B HayLIHI/ITe n3CJICABaHUs da CC
M3MOJ3BaT TeHeTHMYHW Mapkepu ot Il kmac 3a wuaeHTHUIMpaHE HA TEHETUYHHUTE
nonuMopdusmu B jokycure Ha QTL MonekynsipHu Mapkepu U CBBP3BAHETO UM C
omnpezaeneHu (HEHOTUITHH MOKa3aTelld, U3y4aBaHe HAa 3aKOHOMEPHOCTUTE Ha OpraHHU3aIus U
(bYHKIlI/IOHI/IpaHC Ha reéHoMma, pasraﬂaBaHe Ha MCXAaHU3MHUTC 3a peanmaunﬂ Ha TCHCTHUYHAaTa
uHpopmanug B HopMa U maronorus. [lomyuyeHuTe gaHHM OT Te3W aHAIM3HU C yCIEX ce
npujaraT npu pa3padoTBaHe HA pa3BbAHU NPOTPAMHU B KMBOTHOBBJHATA MPAKTUKA, C eI
H0-61)p3a peanmaulxm HAa IrCHCTUYHUSA Hporpec. H?IKOI/I OT OCHOBHUTC I'”IaBHU KaHAW AT I'CHU,
KOHUTO ca MPOyYEHH BbB BPb3Ka C MIIEYHATA MPOTYKTUBHOCT MPH OBLETE Ca: MPOJIAKTHUH, 0S1,
as2, B and k-casein, o- and - lactoglobulin, PIT-1.

7.15. Bozhilova-Sakova, M., Dimitrova, I., Ignatova, M., Teneva, A., lvanova, T.,
Koutev, V., Stoikova-Grigorova, R., Viryanski, D. 2022. Identification of MSTN/Dral
polymorphism in ten Bulgarian sheep breeds, Bulgarian Journal of Animal Husbandry,
59 (4): 36-40. ISSN 0514-7441 (Print) ISSN 2534-9856 (On-line)
https://www.webofscience.com/wos/cabi/full-record/ CABI1:20220414028

The success of sheep production depends largely on two important characteristics of sheep —
their growth ability and meat quality. The myostatin gene (MSTN) is one of the major
regulators of skeletal muscle growth and development and it is defined as a suitable candidate
gene for genetic improvement through marker-assisted selection. In this study by means of
PCR-RFLP method was identified allelic variants of intron 1 of MSTN gene in ten Bulgarian
sheep breeds — Askanian (30 animals), Caucasian (30 animals), Karnobat Merino (60), Local
Karnobat (30), Karakachan (60), Breznik (30), Cooper-Red Shoumen (30), 1l de France (60),
Bulgarian Dairy Synthetic Population (60) and Pleven Black headed (30). Genomic DNA
was extracted from 420 blood samples. After PCR amplification, the received 497 bp
fragment of the myostatin gene was digested with the restriction enzyme Dral. The results
showed that this area of the myostatin gene is highly conservative in Bulgarian sheep breeds.
All of the investigated ten sheep breeds were monomorphic for the tested locus. Only the B
allele and genotype BB were found in all studied animals.
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YcnexbT Ha OBLUEBBACTBOTO 3aBUCH JI0 TOJIIMa CTEIEH OT JBE BAKHHM XapaKTEPUCTHKU Ha
OBIIETE — TSAXHATa CIIOCOOHOCT 3a PAacTeX M Ka4eCTBO Ha MECOTO. MHMOCTaTWHOBHAT T'e€H
(MSTN) e enuH OT OCHOBHHUTE pEryjiaToOpd Ha pacTeka M pa3BUTUETO Ha CKeJeTHaTa
MYCKYJaTypa U ce OpeAess KaTo MOAXO0/ Il KaHAUIAT T'eH 32 TeHETUYHO T0J00peHue Ype3
CeJIeKIIMsI, oioMarana oT Mapkepu. B ToBa uscnenBane ¢ nomoinra Ha meroga PCR-RFLP
ca uAcHTHU(GHUIMPAHU ajelHU BapuaHTH Ha WHTPoH | Ha MSTN rena B nmecer ObIATapcKu
nopoau oBie — Ackanumiicka (30 >xuBotHm), KaBkaszka (30 >xuBoTHM), KapHoOarcka
MepuHocoBa (60), Mecrtna xkapuobarcka (30), Kapakauan (60), bpesnuk (30),
MennouepBena mymencka (30), Un npo ®Ppanc (60), bearapcka miieuHa CHHTETHYHA
nonynanus (60) u ITneBencka yepnornasa (30). 'enomua JIHK e nzBnedena ot 420 kpbBHH
npobu. Ciieq PCR ammumdukarus, nonydenust 497 bp ¢parMeHT OT MHOCTaTUHOBHS T'€H
ce pexe ¢ pecTpukuuoHHus eH3uMm Dral. Pesynratute mokaspar, ye Ta3u o0JacT Ha
MHOCTATUHOBHUSI T€H € CHJIHO KOHCEpBATHMBHA MPU OBITAPCKUTE MOPOAM OBIE. Bcuuku
W3CcIeIBaHM JeCeT MOpoau ca MOHOMOP(hHH 3a u3cienBanus Jiokyc. OTkpurtu ca camo B anen
u reHotun BB npu BCUYKM U3CII€IBaHU KUBOTHH.

7.16. Bozhilova-Sakova, M., Viryanski, D., Dimitrova, l., Ignatova, M., Stoykova-
Grigorova, R., 2022. Genetic factors influencing rabbit breeding. An overview.
Bulgarian Journal of Animal Husbandry, 59 (6): 46-56. ISSN 0514-7441 (Print) ISSN
2534-9856 (On-line)
https://www.webofscience.com/wos/cabi/full-record/CABI:20230288215

Rabbit breeding is a branch of animal husbandry, that provides high-quality and dieted meat.
In Bulgaria, this sector is slightly developed, regardless of the growing interest in it. Rabbits
have excellent biological abilities — early maturity, high growth intensity, high fertility, and
good feed absorption. Rabbit meat has excellent taste qualities, low cholesterol content, and
a low percentage of bones in the carcass. In Bulgaria, rabbits are raised mainly for meat.
Although the industry is well developed, rabbit meat production is in demand on the market
due to its dietary properties, such as low fat and high protein content. Most of the rabbit
population in Bulgaria has consisted of White New Zealand and California breeds, but the
breeds White Giant, Belgian Giant, Chinchilla, the newly created breed group — Veselina,
and the hybrid ZIKA are also bred but in smaller populations and mainly in private farms.
The rabbit genome consists of 44 chromosomes (2n = 44). The identification of genome
regions and genes related to important phenotypic traits allows the selection of the genetic
markers linked with the trait of interest. Marker-assisted selection (MAS) contributes to
choosing animals at the early stage of breeding by improving and increasing the expected
results compared to the standard methods of selection.

3al1IeBBICTBOTO € OTPACH] OT KUBOTHOBBACTBOTO, KOWTO OCUTYpsiBa BUCOKOKAUECTBEHO U
nueTuuHo Meco. B bbarapus to3u cektop € ciabo pa3BUT, HE3aBUCUMO OT HapacTBaIIMs
UMHTEepeC KbM Hero. 3ailiure uMar OTIMYHU OMOJIOTMYHU KauyecTBa — PaHO3PETIOCT, BUCOK
MHTEH3UTET Ha PacTeX, BUCOKA IJIOJIOBUTOCT U 0Opa yCBOSIEMOCT Ha XpaHaTa. 3aelIKOTO
MECO UMa OTJINYHHU BKYCOBHU Ka4€CTBa, HUCKO ChIbPKAHUE HA XOJIECTEPOJI U HUCHK ITPOLIEHT
KOCTH B Tpyna. B Hamara crTpaHa 3aiiiure ce OTIVIEXIAT NPEJUMHO 3a MEco.
IIpon3BOACTBOTO Ha 3a€HMIKO MECO € THPCEHO Ha Ia3zapa MOpajd HErOBUTE IUETUYHU
CBOMCTBA, KaTO HUCKO ChJIbP’KaHUE Ha Ma3HUHHU U BHCOKO ChAbp)KaHUE Ha mpoTenHHu. Ilo-
rojasimMaTta 4acT OT IONyJjanusTa Ha 3aiuu B bearapus ce cbcTtom oT mopoaute bsan
HoBoO3enauacku u Kamdopuuiicku, HO ce oTriexaat u nopoaute bs Benukan, benruiicku
BeMKaH, YuHUMIIA, HOBOCH3/Ja/ieHaTa mopogHa rpymna — Becenuna u xubpunst 3UKA, HO B
[O-MaJIK{ MOMYyJaluy U MPEJUMHO B YaCTHHU CTONMAaHCTBA. [ €HOMBT Ha 3aeKa ce CbCTOM OT
44 xpomozomu (2n = 44). nenTuduumpaHeTo Ha TEHOMHU PETMOHU M T'€HH, CBBP3aHU C
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BOXHU (DEHOTHITHM YEpTH, MO3BOJSBA M300p HAa TEHETHYHU MapKEpH, BIUSCIIN BBPXY
n30panu (peHoTUHY nmokaszarenan. MapkepHo acuctupanara cenekuus (MAS) nonpunacs 3a
n300pa Ha KMBOTHM B PaHEH €Tall Ha OTIVIeXKJAaHe, 4pe3 1Moao0psBaHe W MOBHIIABAHE HA
OYaKBAHHUTC PC3YJITATH B CPABHCHUC CHC CTAHJAAPTHUTC MCTOIH.

7.17. R. Stoykova-Grigorova, K. Stefanova, M. Bozhilova-Sakova. 2023. Genetic
variability in myostatin (MSTN) and rhyanodin (RYRL1) receptor genes in crossbred
pigs Youna x Pietrain. Bulgarian journal of agricultural science, 29, 2, 378-383. ISSN
1310-0351 (Print) ISSN 2534-983X (On-line)
https://www.webofscience.com/wos/woscc/full-record/\WOS:000986896900022

The aim of present study was investigation of genetic variability in myostatin and ryanodine
receptor genes in pigs. 26 male and female crossbred pigs Youna x Pietrain were studied,
they were part of the Institute of animal science — Kostinbrod, Bulgaria. Genomic DNA was
extracted from hair by manual purification kit. PCR amplification and RFLP analysis were
carried out. Specific restriction enzymes were used as fallowed: Tagl for MSTN/exon3, Dral
for MSTN/promoter and Hhal for RYR1 locus. The fragments were separated by agarose
electrophoresis and the obtained results were visualized under UV light. Based on results,
promoter of MSTN and RYRL1 genes were found to be polymorphic while the exon 3 of
MSTN gene was monomorphic. The allelic frequencies in MSTN/promotor region were 0.96
for allele T and 0.04 for A and the genotype frequencies were 0.92 and 0.08 for TT and TA,
respectively. Homozygous genotype AA was not found in this herd. In MSTN/exon3 region
only allele C and genotype CC were observed. The allelic frequencies were 0.98 for allele N
and 0.02 for allele n. Genotype frequencies were 0.96 for homozygous dominant genotype
NN and 0.04 for heterozygous genotype Nn. Homozygous recessive genotype nn was not
found. Observed (Ho) and expected (He) heterozygosity were 0.076 and 0.077 for
MSTN/Dral and 0.038 and 0.039 for RYR1, respectively.

IesTa HAa HACTOAIIOTO U3CIE/IBaHE € YCTAHOBSIBAaHE HA FeHETUYHATa BapUAaOUITHOCT B TEHUTE
Ha MUOCTAaTHHA U pUAHOJMHA MpH cBUHE. M3cnenBanu ca 26 MBXKHU U JKEHCKH JKHBOTHHU
IIOJIyY€HU TIpu KpbcTocBaHe Ha mnopoaute IOHa x Iluerpen, wact or MHctuTyTa 10
XKUBOTHOBBAHM Hayku — KoctunOpon, benrapus. ['enomuara JIHK ce u3znuua ot kocmena
JYKOBHUIIA 4Ype3 KOMepcHajeH KUT 3a m3osmpane. M3pbpienn ca PCR ammmdukanus u
RFLP ananu3. WM3nom3BaHu ca crneuu@UUHUTE pecTpUKIUOHHM eH3umu Taql 3a
MSTN/ex30u3, Dral 32 MSTN/npomotop u Hhal 3a RYR1. ®@parmenTure ca pasaeneHu
ype3 arapo3Ha enekTpodope3a U MONYYEHMTE pe3ylTaTh ca Buzyanusupanu mnox UV
CBETJIMHA. Bb3 OCHOBA Ha pe3yNTaTUTE € yCTaHOBEHO, uye mpomMoTopbT HAa MSTN u RYRI
re’a ca noiaumMopgHu, 1okato ek30H 3 Ha MSTN rena e MoHOMOp(eH. ANeTHUTE YECTOTH B
MSTN/mpomotopHara obmact ca 0,96 3a anen T u 0,04 3a A, a yecTOTUTE HAa TEHOTHIIA Ca
crotBeTHO 0,92 11 0,08 3a TT u TA. B ToBa cTazo He € OTKPUT XOMO3UTOTEH TeHoTur AA. B
peruona MSTN/exon3 ca nabmonaBanu camo ajien C u renotun CC. AnenTHUTe 4eCTOTH ca
0.98 3a amen N um 0.02 3a amen n. Yecrorure Ha renoruma ca 0,96 3a XOMO3HTIOTHHSA
nomuHanTeH reHotun NN m 0,04 3a xerepozurotHus reHorun Nn. He e HamepeH
XOMO3UTOTeH penecuBeH reHotun nn. HabmonaBanata (Ho) u ouakBanara (He)
xetepo3urotHoct ca cboTBeTHO 0,076 1 0,077 3a MSTN/Dral u 0,038 u 0,039 3a RYRI.
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7.18. Stoykova-Grigorova, R., M. Bozhilova-Sakova, lIvona Dimitrova , 2023. PCR-
RFLP analysis of FecB gene in Il de France sheep breed. Journal of Mountain
Agriculture on the Balkans. 26 (4):16-25. ISSN 1311-0489 (Print); ISSN 2367-8364
(Online)

https://www.webofscience.com/wos/cabi/full-record/CABI:20240038356

The aim of the present study was to detect the possible polymorphism in the FecB gene by
PCR-RFLP analysis. In sheep, many mutations have been found in genes coding various
proteins that affect fertility and ovulation rate. One of them is the FecB gene and Booroola
mutation. The experiment was conducted with 70 ewes of lle de France sheep breed, part of
the Institute of Animal Science - Kostinbrod. Blood samples were taken from the jugular
vein. Genomic DNA was extracted from whole blood using a commercial kit. A specific set
of primers was used for PCR amplification. PCR-RFLP analysis was performed by Avall
restriction enzyme and the resulting fragments were visualized on a 2.5{\%} agarose gel
stained with GelRed. The genotyped ewes did not show the presence of the mutant allele for
FecB gene. All studied animals were homozygous and carried only the FecB++ genotype.

Lenta HA HACTOSIIIIETO U3CIIEIBAHE € J]a CE OTKPHE BB3MOKHHUAT MOTUMOpu3bM B reHa FecB
ype3 PCR-RFLP ananus. [Ipu oBuere ca OTKpUTH MHOTO MYTallMM B F€HU, EKCIIPECUPALIU
pa3IMYHu NPOTEHHH, KOUTO BIIMSAT B OIPEIEICHA CTENEH BbPXY IUIOJJOBUTOCTTA U
cKkopocTTa Ha oBynanusaTa. Exaun ot Tsax e Booroola rena (FecB). Ananuza Gerie npoBenex
¢ 70 oBue-Maiiku ot nopojata Wi npo ®panc, yact ot MHCTUTYT 1O )KUBOTHOBBHU HAYKU
— Koctunbpon. bsxa B3etu kpbBHU mpoOu OT forynapHara Bena. ['enomuara JIHK Gemre
eKCTpaxupaHa OT ILisJIa KpbB ¢ MoMolTa Ha komepcuasieH kuT. 3a PCR ammmdukarusta
Oeme u3non3pan cneruduueH Habop ot mpaiimepu. PCR-RFLP ananu3st Geme nposenex
ype3 pecTpukimoneH en3uM Avall, a nonydenure ¢pparmMeHTn Osixa BU3yaIH3UpPaHH BBPXY
2,5 % arapo3seH redq, ongereH ¢ GelRed. ['enotunupanute no nokyca Ha FceB rena osie ot
cTagoTo oT nopoaara Mn npo @paHc He ca HOCUTENN HAa MyTaHTEH ajnen. Bcuuku uscienBanu
YKUBOTHU Ca C XOMO3UrOTeH reHoTun FecB++.

7.19. lvanova, T., R. Stoykova-Grigorova, M. Bozhilova-Sakova, D. Gencheva. 2024.
Heritability of some productive traits in animals from lle de France sheep breed.
Bulgarian journal of agricultural science, 30 (2) 352-355.

ISSN 1310-0351 (Print) ISSN 2534-983X (On-line)
https://www.webofscience.com/wos/woscc/full-record/WO0S:001222960600006

The purpose of the present study was to determine the heritability of some productive traitsin
sheep of lle de France breed. The study was conducted with 369 ewes and 473 lambs of lle
de France breed for the period 2016-2020, bred at the Experimental Base of the Institute of
Animal Science — Kostinbrod. Biological fecundity was determined as the ratio of the litter
size, stillbirths and aborted lambs to the number of lambed ewes. Live weights were measured
at birth, at 10 days, at 30 days and at 70 days, with a deviation of + 2 days. The information
was processed using the methods of variational statistics. A variance analysis was performed
usingANOVA model, significance of the effect of the factor was determined by the values of
Fisher‘s F-criterion, and the significance of the differences between the studied groups — by
the Student‘s t-test, with the statistical software Data Analysis, Excel 2021, Microsoft. The
coefficients of the heritability of the studied productive traits were estimated. A significant
effect of the year of lambing F = 2.725* on biological fecundity and the year of birth on the
live weight at birth F = 5.721*** at 10 days F = 23.875***, at 30 days F = 14.363*** and
at 70 days of age F = 44.715*** was found. The average fecundity of the ewes was 154%.
There were statistically significant differencesfor the average live weight of lambs at different
stages of development depending on the year of birth. Estimated heritability values for
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biological fecundity h2-0,03* and live weightat birth h2-0.05*** at 10 days h2-0.18*** at
30 days h2-0.12*** and at 70 days of age h2-0.30*** were from low to average.

Ilenra Ha mpoyyBaHETO € Ja Ce YCTAaHOBH YHACIEASEMOCTTa Ha HSKOU MPOIYKTUBHU
MOKa3aTey MPHU OBIIE OT mopojaTta ui apo (panc. M3cneaBanero e mposeacHo ¢ 369 Op.
OBIIE Maiiku U TexHuTe aruera (473 6p.) ot mopoaara Ui npo @panc 3a nepuoma 2016-2020
r., oTriexkaanu B ExcriepumenTosinata 0a3a Ha MHCTUTYTa MO >KUBOTHOBBJIHU HAYKH —
Koctunbpon. Onpenenena e OHOJOTMYHATA TUIOJOBUTOCT KAaTO OTHOILIEHUE Ha Oposi Ha
KUBOPOJICHUTE, MBPTBOPOJICHUTE U a0OpTUPAHHUTE arHeTa KbM OpOsi Ha OarHCHHUTE OBIIC
Maiiku. M3mepenu ca skuBuTe Teria npu paxiaane, Ha 10 nuu, Ha 30 nau u Ha 70 gHU, C
oTkioHenue *+ 2 nuu. MHpopmanuara e oOpaboTeHa MO METOAWUTE HA BapHAllMOHHATA
cratuctuka. M3BbpiiieH e aucnepcruoneH aHanus upe3 ANOVA mojena, JA0CTOBEPHOCTTA
Ha BIMSHHETO Ha (hakTopa € ompezeneHa No croiiHocture Ha F-kpurtepus na dumep, a
JIOCTOBEPHOCTTA Ha Pa3IMKUTE MEX]y U3CIEABAaHUTE IPyNH - upe3 t-tecta Ha CTIOJAEHT, ChC
craructuyeckus maker Data Analysis, Excel 2021, Microsoft. M34ncnenu ca cToiHOCTHTE
Ha KOe(PUIIMEHTHUTE Ha HACJIEIEMOCT Ha MPOYYBAHUTE MPOIYKTUBHU MIPU3HAIU. Y CTAHOBEH
€ J1oCTOBepeH e(heKT Ha cromanckaTta roauna (F=2,725%) Bppxy OnojornyHaTa nioJ0BUTOCT
U BBpXY IPHU3HAKA KUBO TErjao (’KHUBOTO TErJo Mpu paxkaaHe, Ha 10 gueBHa, Ha 30 nHEBHA
u Ha 70 gueBHa BB3pact) (P < 0.001). Cpennara cTOMHOCT Ha IJIOJIOBUTOCTTa HA OBIETE
Mmaiiku e 154%. CpiectByBat nokaszanu paznuku (P <0.001; P <0.01; P <0.05) 3a cpeanoro
YKUBO TErJIO Ha arHeTaTa pu paxkaaHe, Ha 10 queBHa, Ha 30 qHeBHA U Ha 70 AHEBHA BB3pacT
B 3aBUCHUMOCT OT TOAIMHaTa Ha paxkaaHe. CTOMHOCTUTE Ha XepuTabuIuTeTa 3a OnoornyHaTa
TIJI0IOBUTOCT M )KMBOTO TETJIO ca JIOKa3aHu, HUCKU 70 cpeano Bucoku (P <0.001; P <0.05).

7.20. CroiikoBa-I'puroposa, P., 2024. MoJjeky/JaApHO-TeHETUYHH TMOAXOAM B
NTULEBBACTBOTO. Z/KUBOTHOBBIHU HAYKH, 61 (4): 40-47.

ISSN 0514-7441 (Print) ISSN 2534-9856 (On-line)
https://www.webofscience.com/wos/alldb/full-record/CABI:20240466950

Poultry farming is an animal breeding industry addressing the need for eggs and meat with
prominent delicacy qualities. Modern, highly productive breeds need to be created and
maintained in order to let this industry meet the consumers’ demands. With the following
literature overview we aimed to examine the studies evaluating the candidate genes that are
related to birds’ productivity. Molecular-genetic approaches such as sequencing, Genome
Wide Association Studies, Microsatellite markers, Real time PCR, PCR-RFLP enable the
discovery of the genetic mechanisms that regulate the processes in organisms, thus affecting
the desired productive qualities of farm animals. Meat and egg productivity directly depend
on a number of genetic and non-genetic factors. The genetic factors include a wide variety of
genes that control the expression of proteins involved in various biochemical processes.

[ITuneBbACTBOTO € JKMBOTHOBBJEH OTpachi oOe3leuaBall] HyXkJaTa OT siilla U Meco C
MIOJYEPTAHU JIEIUKATECHU KadecTBa. 3a Ja MOXKE Ja OTTOBOPM Ha M3UCKBAaHUATA Ha
MOTpEOUTENUTE € HEOOXOIUMO MOAIBPKAHETO Ha BUCOKOIPOIYKTUBHU KYJITYPHU MOPOJIH.
C mHacrosimusi JTUTepaTypeH 0030p CH MOCTaBUXME 3a Lied Ja MPOCIeIUM MPOy4YBaHMATA
HAacOUYeHU KbM OIl€HKaTa Ha KaHIWJAT T€HU CBbP3aHU C MPOAYKTHUBHOCTTA MPHU MTHUIH.
MonekynsipHO-TEHETUUHUTE MOAX0H, Karo CekBeHupaHe, ACOLMAaTUBHU IIPOYYBAaHUS Ha
eNINsT TEHOM TIpH TOJIeMHU TpymnH, MukpocarenutHr MapkepH, Real time PCR, PCR-RFLP
JaBaT BB3MOXHOCT 3@ pa3KpHBAaHE HA TE€HETUYHUTE MEXAHU3MHM, PETYJIMpalld MPOLECH B
OpPraHU3MUTE, OTPA3SBAIIM CE BbPXY KEJIaHU MPOTyKTUBHU KaUECTBA HA CEJICKOCTOITAHCKUTE
nTuiy. MecHata U sSii4HaTa MPOJYKTHUBHOCT Ca IPSIKO 3aBUCUMHU OT PEAMIIA TEHETHYHU U
HereHeTyHW (Qaxtopu. ['eHeTnuynuTe (QakTopu BKIIOYBAT HIMPOK HAOOp OT TIeHw,
KOHTPOJIMPAIIX EKCIPECHUITa Ha MPOTEHUHU, BKIIOUEHH B PAIMYHA OMOXUMHUYHU MPOLIECH.
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7.21. Viryanski, D., R. Stoykova-Grigorova, M. Bozhilova-Sakova, M. Todorova, D.
Petrov 2024. Effect of yucca and probiotic supplements on ammonia levels in rabbit
farms. Bulgarian Journal of Animal Husbandry, 61 (4): 17-25.

ISSN 0514-7441 (Print) ISSN 2534-9856 (On-line)
https://www.webofscience.com/wos/alldb/full-record/ CAB1:20240466948

Rabbit breeding is a highly intensive production industry. Rabbit meat is characterized by
specific taste and qualities. Due to its composition, it is considered to bring many health
benefits to the people. The microclimate in rabbit farms is critical to animal health,
productivity and welfare. In order to achieve optimal production from rabbits, suitable
environmental conditions must be created by controlling temperature, humidity, lighting,
noise, air quality, water and food. In recent decades, the use of biologically active
supplements in different branches of animal husbandry has increased. Biologically active
supplements have natural origin, are safe and have proven positive effects on farm animals.
They are easy to grow, and are also a renewable and sustainable source of beneficial
ingredients in animal nutrition. Such supplements are probiotics, ferments and medicinal
herbs. Biologically active substances are known to restore and maintain the balance of
intestinal microflora, to improve the functions of immune system and to improve the overall
health of farm animals. Another desirable effect of the diet supplements, such as the
medicinal plant Yucca schidigera supplementation and different types of probiotics, is the
ability to reduce ammonia levels in the produced manure. Diet supplements are easily
applicable, by adding the extracts to the fodder or bedding of farm animals.

3alIeBBACTBOTO € OTPACh]I C BHCOKOMHTEH3UBHO IIPOM3BOACTBO. 3aCIIKOTO MECO C€
OTJINYaBa C XapaKTepHH BKYCOBHM KaudecTBO. Ilopamm cbCTaBa cu ce cuuTa, 4€ HOCH
MHOYKECTBO I10JI31 32 3/IpaBeTO Ha XopaTa. MUKpPOKJIMMATHT B )KMBOTHOBBAHUTE (pepMHU € OT
pemaBanio 3HA4Y€HUE 3a 3APABETO, NMPOAYKTMBHOCTTA M XYMAaHHOTO OTHOIICHHE KbM
KUBOTHHUTE. Upe3 KOHTPOJIMpPAaHE Ha TEMIIEpaTypara, BIa)KHOCTTA, OCBETJIEHUETO, LIyMa,
KayecTBOTO Ha BB3/yXa, BOojJaTa W XpaHaTa, ce Ch3aaBa KoMmdopTHa cpena, B KOATO €
BB3MOKHO PEaJIU3UpPaHETO Ha ONTHMAJIEH PACTeX U IPOU3BOAUTEIHOCT. B mocienHure
JIECETUIETUs] OMOJIOTMYHO aKTHBHM J00aBKM BCE MO-UIMPOKO C€ M3MOJ3BAaT B
KMBOTHOBBJACTBOTO. Te€ ca c ecTecTBeH NMPOU3Xo[, 0e30MacHu 3a yrnorpeda u ¢ JOKa3aHU
MOJIOXKUTETHU €(EeKTH TPU CEJICKOCTONAHCKUTE >KUBOTHU. OTINIEXKJAT ce JIECHO U ca
Bb300HOBSIEM M YCTOWYMB M3TOYHMK Ha IOJIE3HH CHCTaBKM B XPAHEHETO HA KHBOTHUTE.
TakuBa 100aBKHM ca KaTo NMpoOUOTHIM, (PEPMEHTH U JieyeOHU pacTeHus. BiausHue um ce
CBBP3Ba € Bb3CTAHOBSIBaHE U MOJIbprKaHe OajaHca Ha YpeBHATa MUKpoduiopa, mo1o0psiBaHe
(GyHKIIMUTE HA UMYHHATa CUCTEMa U Mpo(UiIaKTUKATa HA 3PaBETO Ha CEJICKOCTOIMAHCKUTE
KHUBOTHH. JIpyr ThpceH epeKT Ha HAKOM OT J00aBKUTE, KaTo JIeueOHOTO pacTeHue Yucca
supplementation u npoGHOTHIMTE, € BH3MOKHOCTTA 3a HaMaJIsiBaHE Ha HUBAaTa Ha aMOHSIKa
B 00opckus Top. To3u MeTOJ| € JIECHO MPWJIOKHUM B IpaKTUKaTa , ype3 J00aBSHETO Ha
eKCTPAKTUTE BbB (pypaka WM B MOCTENSATA HA CEJICKOCTOMAHCKUTE )KUBOTHH.

7.22. Stoykova-Grigorova, R., M. Bozhilova-Sakova, T. lvanova, T. Odjakova , K.
Stefanova, D. Viryanski, 2024. Quantitative trait loci related to milk productivity in

dairy cattle. Bulgarian journal of agricultural science. (moa meuar)
ISSN 1310-0351 (Print) ISSN 2534-983X (On-line)

Cattle breeding is an important sector of agriculture, providing raw milk and milk products
to constantly growing interest and demands of the consumers. Milk productivity is
genetically determined, but this trait is also strongly influenced by environment. The genetic
potential could be fully revealed only under optimal growing conditions. Identification of the
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genetic endowments and productive traits of farm animals, as well as the good production, is
essential for any producer. Modern methods of molecular biology allow the usage of DNA
markers in scientific research to identify genetic polymorphisms in gene loci and associate
them with phenotypic traits. With the development of modern research in animal husbandry,
it becomes possible to study the patterns of organization and function of the genome and to
understand the mechanisms for the realization of genetic information in normal and
pathological conditions. This data analysis was successfully applied in the development of
breeding programs in animal breeding practice, aiming faster genetic progress. This review
aims to follow the studies related to the evaluation of candidate genes related to milk
productivity in dairy cattle. Lactation in mammals is a process that directly depends on the
hormonal balance of organisms. Genetic variation in some genes such as Prolactin,
Lactoferrin and Leptin has a reliable influence on the quantitative and qualitative
characteristics of milk. Milk proteins are a large group of organic compounds important for
the structure and normal function of the mammalian body. Specific to cow's milk are casein
proteins, which come together in four forms (aS1-, aS2-, B- and k-casein) and two whey
proteins - a-lactalbumin and B-lactoglobulin. Genome-Wide Association Studies (GWAS),
Transcriptomic Analysis, Whole-Genome Sequencing and PCR-RFLP are some of the
modern methods for detecting genetic markers related to milk productivity. These approaches
make it possible to find polymorphisms associated with desired productive traits

['oBe1OBBICTBOTO € BaKEH OTPAChI Ha CEJICKOTO CTOMAHCTBO, 00Oe3IedaBanl HyXIaTa OT
MIISIKO M MJIEYHM HPOAYKTH, KbM KOUTO HMHTEpeca Ha MOTPEOUTENUTE HENPEKbCHATO
HapacTBa. MileyHaTta MPOAYKTHBHOCT € HACJIEICTBEHO OOYCIOBEHA, HO CHIIO Taka TO3U
IIPU3HAK CE BIIMsIE CHIIHO OT YCJIOBUSATA Ha OKOJHATa cpesia. [IbJIHuAT reHeTH4eH noTeHnual
Ce peal3upa caMo INPH HJCATHU yCIOBHS Ha XpaHEHE W oTriexnaaHe. OnpenensHeTo Ha
TEHETUYHUTE 3aJ105)KOM U MPOJYKTUBHUTE MOKA3aTEeNIM Ha CEICKOCTONAHCKUTE XKUBOTHUTE,
KaKTO W MPOM3BOJCTBOTO Ha KadeCTBEHA MPOAYKIHUS € OT CHIIECTBEHO 3HAYECHHUE 32 BCAKO
cronancTtBo. ChBPEMEHHUTE METOAM Ha MOJIEKYJIsipHAaTa OWOJIOTHS TaBaT BB3MOXKHOCT B
HayyHuTe wu3cnenBanus na ce usnomsBar JHK wmapkepu 3a unenruduuupane Ha
TCHETHYHUTE TOIMMOp(U3MH B JIOKYCHTE Ha T€HH W CBBP3BAHETO UM C (PEHOTHITHH
MoKa3aTe, M3ydyaBaHE Ha 3aKOHOMEPHOCTHTE Ha OpraHM3anus U (yHKIHOHMpaHE Ha
TeHOMa, pa3rajaBaHe Ha MEXaHU3MHUTE 32 peaIn3alns Ha TeHeTHYHaTa HH(OpMAaIHs B HOpMa
u narosiorus. IlonydyeHuTe TaHHM OT TE3U aHAJU3M C YCIIEX Ce MpujiaraT npu pa3paboTBaHe
Ha Pa3BBJIHU MPOTpaMH B KMBOTHOBBIHATA MPAKTHKA, C [eJ MO-Obp3a peanu3amnus Ha
reHeTnuHuss nporpec. C HacTosus JIMTEpaTypeH 0030p CH IMOCTaBMXME 3a ILed Ja
MIPOCIIEANM TPOYYBAaHUATA CBBP3aHH C OIIEHKATa Ha KaHIHUJIAT TeHH, CBbP3aHU C MJIeYHATa
IPOAYKTUBHOCT NP MJIEKOJaiHu ropena. Jlakranusra npu 603alfHUIUTE € MPOLEC MPIKO
3aBHCUM OT XOPMOHAJHHS OaJlaHC Ha OpTraHU3MHTE. | €eHETUYHOTO BapHpaHe B JJOKYCHUTE Ha
reaute Ha Prolactin, Lactoferrin and Leptin uMa JOCTOBEpHO BIMSHUE BBPXY
KOJIMYECTBEHUTE W KAYECTBEHHM XAPAKTEPUCTHKH Ha MIIIKOTO. MIIEYHHTE TPOTEHHH ca
rojisiMa rpyrna OpraHM4HU CheIMHEHUs], BXKHU 3a CTPYKTypaTa U MpaBUIHATA (YHKLHUS HA
opranusma Ha 0o3zaiiHunuTe. Crienu@uuHN 32 KPaBETO MIISIKO ca OENTHIIUTE Ka3enuH, KOUTO
ce cpama B yetupu popmu (aS1-, aS2-, B- U K-Ka3enH) U JBa CypoBaThbYHU OENTHKA - O
nakTanOymun u  B-maktormoOyiawH.  Genome-Wide Association  Studies (GWAS),
Transcriptomic Analysis, Whole-Genome Sequencing and PCR-RFLP ca wHskou ot
CBBPEMEHHUTE METOIW 32 OTKpPHWBaHE HAa TEHETHYHW MapKepu CBBpP3aHH C MIIa4HATa
IPOAYKTUBHOCT. Te3u MOAXOAM JaBaT BB3MOXKHOCT 3a HaMHUpaHE Ha MOIMMOP(UIMHU
CBBP3aHU C KEJaHHU MTPOAYKTHUBHH ITOKA3aTeIH.
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I'.8. - Hayunu nmy0aukanuu B HepedepUpPaHU CIUCAHUS C HAYYHO pelleH3HpPaHe WU B
PeAaKTHPAHU KOJEeKTHBHHM TOMOBeE

8.1. Croiiko, II., C. CumeonoBa, 3. HuxonoB, T. CasoBa, P. IlerpoBa. 200S5.
M3nurBaHe BJIUSIHUETO HA Pa3saInvYHu OMOJIOTHYHH NMPOAYKTH, CbABbPKAIINA HIAMOBETE
Bifidobacterium bifidum, Lactobacillus bulgaris, Streptococcus termophilus,
Lactobacillus casei BbpXy (HU3MOJOIrHYHOTO H TEIJIOBHO ChCTOSIHME HA Tejera
0o3aiinnuu. JKuBoTHOBBIHU HayKH, 5:45-49. ISSN 0514-7441

XapTHeH HOCHTEJI

The objective of this study was to determine the effect of the addition of the milk acid bacteria
Bifidobacterium bifidum, Lactobacillus bulgaricus, Streptococcus thermophilus and
Lactobacillus casei to the ration of suck-ling calves at 10-15 days of age of in the form of a
milk-acid product.

It was found that the calves which received milk-acid bacteria with probiotic features along
with the whole fat milk formed nonspecific resistance of the organism. The immunoglobulin
contents in the blood serum were 362 mg%, 413 mg% and 450 mg% higher and the
hemoglobin was 0,78%, 1,15% and 2,62% higher for the 1*, 2nd and 3rd group respectively
compared to the 4'\ control, group. This ex-plained the better health status and weight
development of the calves whose rations were added milk acid-products which contained
bacteria of the Bifidobacterium bifidum, Lactobacillus bulgaricus and Streptococcus
thermophilus strains for the 1st group, Lactobacillus bulgaricus and Streptococcus
thermophilus strains for the 2nd group and Lactobacillus casei strains for the third group. For
the ex-perimental period the 1st group obtained 14.10%, 2nd group - 12.70% and 3rd group
- 17.71% higher gain compared to the control group. The utilization of nutrients was also
bet—ter for the 1st, 2nd and 3rd group with 7.78%, 2.99% and 9.58% respectively compared
to the control group.

]_IeJ'ITa Ha TOBa MU3CJICABAHC € Aa CC OIIPCACIIN CCI)GKT’[;T oT I[OﬁaBHHeTO Ha MJICHHOKHCCIUTE
oakrepun Bifidobacterium bifidum, Lactobacillus bulgaricus, Streptococcus thermophilus u
Lactobacillus casei kpM gaxkbata Ha Oo3aemu Tenera, Ha 10-15 mHEeBHA BB3pacT moj
(dbopMaTa Ha MJICUHOKHCENT MPOIYKT.

YcTaHoBeHO €, UC TCJICTa, KOUTO Ca MOJYYHIIN MJICHHO-KUCCIN 6aKTepI/II/I C HpO6I/IOTI/I‘{HI/I
CBOMCTBA 3a€JJHO C IMBJIHOMACJIEHOTO MIISIKO, (hopMHpaT HecnenupruyHa Pe3UCTEHTHOCT Ha
opranusma. ChIbpKaHUETO Ha UMYHOTJIOOYJUH B KpBBHUS cepyM € ¢ 362 mg%, 413 mg%
1 450 mg% mo-Bucoko, a xemornoouHsT € ¢ 0,78%, 1,15% u 2,62% mo-BHCOK CHOTBETHO 32
1-Ba, 2-pa u 3-ta rpyna B cpaBHeHHE KbM 4'\ KOHTpOIa, rpyna. ToBa 00siCHsABA 1MO-100pOTO
3ApPAaBOCIIOBHO CbCTOSAHUC U TCIJIOBHO PAa3BUTUC HA TCJIE€TATA, B YUHUTO ,Z[a)I(6I/I ca ,Z[O6aBeHI/I
MJICYHOKHUCEH TIPOJIYKTH, ChIbpkamu Oaktepun ot mamoere Bifidobacterium bifidum,
Lactobacillus bulgaricus u Streptococcus thermophilus 3a 1-Ba rpyma, Lactobacillus
bulgaricus u Streptococcus thermophilus 3a 2-pa rpyna u mamose Lactobacillus casei 3a 3-
Ta Tpymna. 3a eKCepuMeHTanHus nepuon 1-sa rpymna e ¢ 14,10%, 2-pa rpyna ¢ 12,70% u 3-
ta rpyna ¢ 17,71% 1no-BUCOK MPUPACT B CPABHEHHE C KOHTPOJIHATA Irpyma. Y CBOSBAHETO HA
XPaHUTEHU BEUIECTBA CHIIO € Mo-100po 3a 1-Ba, 2-pa u 3-Ta rpymna, chboTBETHO Cbe 7,78%,
2,99% u 9,58% B cpaBHEHHE ¢ KOHTPOJIHATA TPyTIa.

8.2. Chemshirova N., A. Teneva , R. Stoikova, S. Foteva. 2005. Effect of various
Alkalinephosphatase genotypes on nonspecific resistance of cows. Animal science, 5:
218-221. ISSN 0514-7441

XapTHeH HOCHTEJI

The objects of the study were 56 Brown and 48 Black and White cows from the Research
Centre of Cattle and Sheep Husbandry - Stara Zagora, Bulgaria.
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A genetic polymorphism of blood plasma enzyme Alkaline phosphatase was estimated. Four
basic allele vari-ants were estimated in Brown cows - ALP SS, ALP SD, ALP FS, ALP DD
and three in Black and White cows - ALP SS, ALP SD, ALP DD. Presence of the allele
ALPF was not found on Black and White cows.

An influence of the genotypes of ALP locus on the indices of nonspecific resistance in Black
and White cows was not found.

There was an observed influence of ALP system on the erythrocytes, total protein, B2 -
globulin and lysozyme activity (P < 0.05). This was due to the higher values of factorial
variance compared with accidental one. This con-clusion needs further supporting evidence.

OOGekT Ha m3cneaBaHeTo ca 56 kpaBu OT mopojara bearapcko kxadsBo roeeno u 48 or
nopoaara bwarapcko depHomiapeHO TOBeNO, OTIJEKIaHM B HayueH weHTbp 1O
TOBEIOBBJICTBO U OBIEBBACTBO — CTapa 3aropa, brarapusi.

OneHeH e reHeTHYHUAT NoauMOop(hU3bM Ha eH3uMa ankaiHa ¢ocdaraza B KpbBHA I1a3Ma.
Hamepenu ca yeTupu OCHOBHH aJIelIHU BapHaHTa Ipu KpaBute oT brirapcko kadsso roseno
- ALP SS, ALP SD, ALP FS, ALP DD u Tpu npu kpaButTe oT bbarapcko 4epHoIapeHo
roseno - ALP SS, ALP SD, ALP DD. Hanuune na anena ALPF He e ycraHoBeHO mpu
bparapcko uepHoIapeHo roBeo.

He e ycranoBeno Bnusinue Ha reHotunoBete Ha ALP jokyca BbpXy MoOKazaTelMTe Ha
HecnenupuIHa Pe3UCTEHTHOCT NMPHU bhirapcko 4epHOmapeHo ToBe/Io.

HabmrogaBano e Biamsaue Ha ALP Bbpxy epurpouuture, oOmms mnporeuH, B2-
riodynuHoBata u nu3zo3uMHata akTuBHOCT (P < 0.05). ToBa ce IbKKM Ha MO-BUCOKUTE
CTOMHOCTH Ha (paKTOpHATA AMCIIEPCUsS B CPAaBHEHHE ChC CilydaiiHaTa. ToBa 3aKIIOUEHHUE Ce
HYKJa€ OT JOIMBJIHUTEIHU MOAKPETISIIH JI0Ka3aTesICTBa.

8.3. Teneva A., N.Chemshirova, R. Stoikova, S.Foteva. 2005. Estimation of influence
of some agents on variation of activity of Aspartateaminotransferase in blood tissue of
cattle. Animal science, 5: 214-217. ISSN 0514-7441

XapTHeH HOCUTeJI

The level of the enzyme activity of aspartate ami-notransferase (AST) was determined in
blood tissue of calves from Bulgarian Brown, Black and White and Jersey breeds.

The blood tests were obtained for 602 offsprings de- scendentof21 bulls. The statystical
analysis implemented by the least squares method presents that the factor breed caused
statistically sighificant influence on variation of the studied enzyme activity (P<0.001).
With highest activity of AST were the calves of bulls from the Jersey breed.

The values of the F-statystics are indicative that the males are the other factor that give
statistical ly sign ificant influence on variation of the enzyme AST in their offspring.

It was established significant differences in the level of the enzyme AST between the calves.

OmnpeneneHo € HUBOTO Ha €H3MMHATa aKTUBHOCT Ha acnaptar amuHoTpaHcdepasa (ACAT)
B KpbB Ha Tenera oT mopoaute bwiarapcko kagsBo roseno, YUepHomiapeHO roBeno U
Jlxepcen.

KpbBra e B3eta or 602 >kuMBOTHHM, MOTOMCTBO Ha 21 Ouka. CTaTUCTHUYECKUAT aHAIU3,
U3BBPILIEH Upe3 METO/1a Ha Hali-MaJIKUTe KBaJpaTH, II0Ka3a, 4e (pakropa mopojara € okasal
CTaTUCTUYECKHU 3HAYMMO BIMSHUE BbPXY BapHallMATa Ha U3CJIE€IBaHAaTa CH3UMHA AKTUBHOCT
(P<0.001).

C naii-Bucoka aktuBHocT Ha AST ca Tenerara MOTOMIIM Ha OMKOBE OT mopojara J[xepceil.
CroitHocTuTe Ha F-craTucTHKaTa ca mokas3aTeinHu, 4ye Oamure ca Apyrus GaxTop, KOHWTO
OKa3Ba CTAaTUCTMYECKM 3HAUYMMO BIMSHHE BbpPXY Bapuanusata Ha eH3umMa AST B
MTOTOMCTBOTO.

YcTaHOBEHH ca 3HAUUTEIHH pa3auKu B HUBOTO Ha eH3uma AST mexny tenerara.
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8.4. CroiikoB II., C. CumeonoBa, P. I[lerpoBa. 2006. U3cienBane Ha e(eKTHBHOCTTA
NpH YrosiBaHe HA TejleTa OT MOpoaaTa BhJArapcko CMMEHTAJICKO roBeo 10 pa3jinyHa
skuBa Maca. JKuBoTHoBbIHM HaykHu, 1:3-6. ISSN 0514-7441

XapTHeH HOCHTEJI

The aim of the study was to determine the economical efficiency of fattening calves from the
Bulgarian Simmental breed to a different live weight on rearing in a three-wall shed. For the
purpose/a research experiment was carried out with three groups of 12 calves of an average
initial mass of 188 kg and age of 208 days.

It was found that the bull calves reared in a three-wall shed grew up most intensively to a live
mass 0f500-550 kg and had a daily gain (ADG) of 1112 g and 1099 g respectively. The calves
fattened to 600 kg reached a 56 g and 43 g lower ADG compared to groups | and Il
respectively but the differences were not significant (/*>0.05).

The food consumption for 1 kg gain was relatively low and varied from 6.28 NU for group |
to 7.35 NU for group Il1. The results showed that for the three variants of final live mass of
fattening a good profitableness was achieved. It was highest for the calves which were
fattened to 500 kg - 39.17%, and for the bull calves which were fattened to 550 kg and 600
kg it was 32.13% and 20.80 % respectively.

Llenta Ha U3cneABaHETO € Ja Ce OMpe/esid HMKOHOMUYecKaTa e(peKTUBHOCT OT YrosiBaHe Ha
Tenera oT bbarapcka cuMeHTasicka MOpoja /10 pa3iMyHO KUBO TEIJIO NP OTIVIEKIAHE B
TPUCTEHEH HaBec. 3a 11eJITa € IIPOBEJEH U3CIIEI0BATEICKH EKCIIEPUMEHT C TPU I'PYNHU OT IO
12 Teneta cve cpeqHa HavanHa maca 188 kg u Bwp3pact 208 nHu.

VY CTaHOBEHO €, Ye JKUBOTHUTE, OTIJIEKJaHU B TPUCTEHEH HABEC, pacTaT HaA-WHTEH3UBHO J10
xuBa Maca 500-550 kg u umat auesen mpupact (JHII) cvorBetno 1112 g u 1099 g.
Tenerara, yrossanu 1o 600 kg, nocturar 56 g u 43 g no-uucwk JJHII B cpaBHEHHE CHOTBETHO
c rpynu [ u II, HO pa3nukuTe He ca 3HaunmH (/*>0,05).

Koncymanusra Ha xpana 3a 1 kg HajjaBaHe € OTHOCUTENTHO HUCKA U Bapupa ot 6,28 NU 3a
rpyna I no 7,35 NU 3a rpyna III. Pe3ynrarute noka3axa, ue mpu TpUTE BapUaHTa Ha KpaliHa
’KMBa Maca Ha yrosBaHe € ocTUrHarta qo0pa penradminoct. Hail-ronsima e Ts npu tenerara,
yroenu 10 500 kg - 39,17%, a npu Tenerara, yroeau 10 550 kg u 600 kg, e cborBeTHO 32,13%
n 20,80%.

8.5. Croiikos II., C. CumeonoBa, B. I'alinapcka, M. MuxaiijioBa-ToneBa, P.
ITerpoBa. 2006. EpexTUBHOCT Ha NPOM3BOACTBOTO NPH PA3JIMYHH TEXHOJIOTHH Ha
yrosieane Ha TejJeTra oT bbarapcka cumeHTajicka mnopoaa. Mkonomuka u
ylnpaBJieHHe Ha CeJICKOTO cTonaHcTBo, 4:50-54. ISSN 0205-3845 (Print)

XapTHeH HOCUTeJI

In Bulgaria there are favourable climatic conditions for the development of cattle-
breeding. During the years of transition towards market economy the producers are
aiming at stable and competitive production. The appropriate method of pro—duction
is one of the factors which have influence on the eco-nomic results.

The purpose of this article is to present comparative econom—ic analysis of different methods
of fattening calves of Bulgarian Simmental breed up to 500 kg weight and to recom—mend
the most effective one.

The calves were allocated in four groups: the first group was bred in cattle-shed; the second
group in open-air with a shed; the third group was bred in a combined way - up to the age of
15 months in open air and after that in cattle shed; the fourth group in covered cattleshed on
floor with a grille. The calves of the different groups were put on equal conditions - age,
weight, breed and descent by father.
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The results show that the calves of the second group have been growing most intensively and
for the period they achieved 1182 g daily gain. Then comes the first group with gain of 1014
g. The difference of 168 g is reliable (P < 0.05). Near to the results of the first group are the
calves of the fourth group with gain of 982 g but the latter is considerably smaller in
comparison with the second group 200 g and it is proved (P < 0.01). The smallest gain is
observed in the third group - 937 g and it is smaller only in comparison with the second group
(P <0.01).

The consumption of foodstuffs for 1 kg gain is varied from 6,23 FU at Il group to 6,59 FU,
6.76 FU and 6.93 FU at I, IV and 111 groups respectively.

Regarding the expenditure done - the greatest are in 11l group - 555.17 BGN, IV group -
532.95 BGN, I group - 514.81 BGN, Il group - 510.27 BGN.

The greatest received profit is observed at 11 group - 133.62 BGN, followed by groups I, IV
and Il with profit of 87.19 BGN, 63.42 BGN and 55.68 BGN respectively. The same
ten—dency is observed at the rate of profit also- the highest is at Il group - 26.19%, then come
I, IV and Il groups with 16.93%, 11.90% and 10.05% respectively.

’KuBoTHOBBACTBOTO B bbirapus nMa BEKOBHU TpaJAULIMU U OJaronpusTHU NPUPOAOKIMMA-
TUYHU YCIOBUS 3a pa3BuUTHE. B roauHuTe Ha Mmpexoj KbM IIa3apHa MKOHOMHKA,
MIPOU3BOIUTEIIUTE CE€ CTPEMAT KbM YCTOWYMBO W KOHKYPEHTHOCIIOCOOHO MPOHM3BOJICTBO.
[Tonxoasio u3OpaHaTa TEXHOJOIMsI HA MPOU3BOJACTBO € €IUH OT (hakTopuTe, BIIUSACIIN
BbPXY KpalHUTE NUKOHOMUYECKH PE3YITATH.

Ilenra Ha craruAra € n1a HampaBU CPABHUTEIEH HMKOHOMMYECKHM AHAIU3 HA PaA3IM4YHU
TEXHOJIOTUU Ha yrosBaHe Ha Tenera g0 500 kg xuBa maca or bwirapcka cumeHrancka
1opoJia U Ja NpeUI0KH NKOHOMHUYECKU Hali-e()eKTUBHATA B 110J13a Ha NIPaKTHKATa.
TeneraTta 0sixa pa3npeesiecHd B 4eTUpU Tpymnu: | rpyma - oTraexaanu 00opHO-Bbp3aHo; 11
rpymna - Ha OTKpuTa mjouiajka ¢ Haec; Il rpyma - koMOMHUpPaHO, OT HAYAJIOTO HA OIUTA JI0
15 mMeceuyHna Bb3pacT Ha OTKpUTA IUIOMIAJIKA U CJIe] TOBa 0OOPHO-BBP3aHO J0 JIOCTUIaHE Ha
KpaifHara >xuBa Maca u |V rpyma - B 3akpuT 000p Ha ckapoB 1oj. OMUTHT € MPOBEIEH C
KMBOTHH M3paBHEHU IO BB3PACT, )KUBA Maca, IOPOIHOCT U MPOU3XO/ 110 Oalna.
Pesynrarure nokassar, ye Ouderara ot Il rpyna ca HagiaBanu Ha TETJI0 Hali-MHTEH3UBHO U
3a mepuoja ca nocturanu 1182 g cpenen nHeeH npupact. Cnex Tsx e I rpyna ¢ 1014 g
cpenHoiHeBeH npupact. Koncratupanara pasnuka ot 168 g Mexay rpynure € JocToBepHa
(P <0,05). C pezynraru 6ausku 1o I rpyna ca tenerara ot |V rpyna, c orueren 982 g cpenen
JTHEBEH TPHUPACT, KOWTO € YyBCTBUTEIHO MO-MainbKk B cpaBHeHue ¢ Il rpyma - 200 g u e
nokasal (P <0,01). Haii-uucek e cpeqaogaeBHuAT npupact npu Il rpyna - 937g u no-manbk
camo crupsimo Il rpyna (P <0,01).

Pa3zxonbT Ha XpaHuTenHu BemiecTa 3a 1 kg mpupact Bapupa ot 6,23 FU npu Il rpyna no
6,59 FU; 6,76 FU u 6,93 FU cvotBetHo ipu [; IV u Il rpymu.

ITpousBosacTBeHuTE pasxonu ca Hai-ronemu npu Il rpyna - 555,17 nB., cneaanu ot IV
rpyna - 532,95 nB.; I rpyna - 514,81 nB. u Il rpyna - 510,27 ns.

ITonmyyenara nevanba e Haii- roasima nipu Il rpyna - 133,62 nB., cnensana ot I, IV u Il rpynu
C OTYETEHH CTOMHOCTH CHOTBETHO OT 87,19 1B.; 63,42 nB. u 55,68 nB. Tasu TenaeHusa ce
Ha0JI0aBa U 3a HOpMaTa Ha peHTaOMIIHOCT, KOATO € Hai-Bucoka mipu Il rpyna - 26,19%, a
npu I, IV u lll rpyniu e cvotBeTHO 16,93%); 11,90% 1 10,05%.
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8.6.  CroiikoBa-I'puropoBa, P., K. CredanoBa, A. AnocronoB, U. Atanacos, M.
Hrnarosa, II. MapunoBa, 2015. 'eHoTHNIMpaHe 10 PUAHOAMH PelENTOPHUA F'eH NPH
cBuHe oT JlyHaBcka 0sijia mopoaa. ’KusornoBbauu Hayku,LIL, 5, 3-7. ISSN 0514-7441
(Print) ISSN 2534-9856 (On-line)
https://animalscience-bg.org/page/ba/details.php?article id=278

Porcine stress syndrome is genetically determined and it is due to a mutation in the locus of
the ryanodine receptor gene. When the pigs are stressed the Malignant hyperthermiain is
activated in the homozygous for the recessive allele, known as PSS syndrome. Animals with
this syndrome is characterized by a high content of muscle tissue, which is accompanied by
characteristic changes in the quality of the meat. The aim of this study is to make genotyping
for ryanodine receptor gene in pigs from Danube white breed. Genotyping by searches locus
was performed by polymerase chain reaction method (PCR method) and the analysis of the
polymorphism of the restriction fragment lengths (RFLP). DNA is isolated from plucked hair
of 53 animals from the herd of the Agricultural Institute — Shumen. Established frequencies
of genotypes are 0.962 for the homozygous for the dominant allele pigs (N / N) and 0.037
for heterozygous animals (N / n). The frequency of the dominant allele N is 0981 and of the
recessive allele n is 0.019. Homozygous for the recessive allele animals have not been
established. All tested animals from the herd are PSS negative.

Ctpec CUHIPOMBT NPH CBUHETE € TeHETUYHO 00YCIIOBEH U CE IbJDKM Ha MyTalus B JOKyca
Ha reHa Ha pHaHOAUMHOBHs peuentop. Korato mpacerata ca NOAJOXKEHU Ha CTpecC,
3JI0KaueCTBEHATa XMUIIEPTEPMHUSl CE€ AKTUBHMpA B JKUBOTHUTE XOMO3MI'OTHH IO PELIECHUBHUS
ainen, kKoero € wusBecreHo karo PSS cunapom. JXuBoTHHTE C TO3M CUHAPOM ce
XapaKTepu3upaT ¢ BUCOKO ChIbPKAHUE HAa MYCKYJIHA ThKaH, NPUAPYKEHO OT XapaKTepPHU
IIPOMEHHU B KAa4eCTBOTO Ha MecoTo. LlenTa Ha HACTOAILIOTO M3CIEABAHE € Ja CE U3BBPIIU
TeHOTUIIMPAHE HA '€Ha Ha PUAHOJUHOBHUS PELENTOp Npu cBUHE OT JlyHaBcka Oss1a mopoja.
['eHOoTHIIMpaHEeTO Ce M3BBPIIM Ype3 METOoJa Ha mojmMepasHo BepwkHarta peakius (PCR
METO/) M aHalu3 Ha MOJIMMOP(GU3MUTE HA TBJDKMHUTE Ha PECTPUKLMOHHUTE (pparmMeHTH
(RFLP). IHK e wu3onupaHa OT KOCMEHHM JIYKOBUIM Ha 53 >KMBOTHH OT CTaJ0TO Ha
3emenenckun MHCTUTYT — llymeH. YcTaHoBeHnTE decToTH Ha reHorunosera ca 0,962 3a
XOMO3UTOTHUTE MO jAoMuHaHTHHS ainen mpacera (N / N) u 0,037 3a XxeTepo3uroTHUTE
xuBoTHHU (N / n). Yecrorara Ha nomuHanTHUS anen N e 0981, a Ha penecuBHUA ajen n €
0,019. X0oMO3UroTHH IO PELIECUBHUS aJleN )KUBOTHU HE ca yCTaHOBEHU. Beuuku n3cnenBanu
YKUBOTHHU OT cTafoTo ca PSS oTpunarensy.

8.7.  Stoykova-Grigorova R. and M. Bozhilova-Sakova. 2020. A preliminary study of
POU1F1 gene in Synthetic population bulgarian milk sheep breed, in press

CoOopunk HayyHum aokjaagum or EjexkTponHa ro0mieiiHa HayyHa KoHdepeHnus ¢
MEKIYHAPOIHO yHaCTHE 70 roauHu I/IHCTI/ITyT M0 )KUBOTHOBBL/IHA HAYKH — KOCTHHﬁpO}I
»/KHMBOTHOBBIHATA HayKa — NpeAu3BUKaTeacTBa 1 uHoBanuu® 05.11.2020 r., 249-252.
ISBN 978-619-90918-4-5, elSBN 978-619-90918-5-2,

https://www.ias.bg/conference 2020/pdf/Proceedings%202020.pdf

Sheep POULF1 gene is located on chromosome 1g21-22 and it is directly related to milk

productivity in sheep. The present study was carried out with 24 ewes from Synthetic
population Bulgarian milk sheep breed, part of the Institute of Animals science — Kostinbrod.
The aim of this work was detection of possible polymorphism in POU1F1 gene by PCR-
RFLP. Blood samples were collected from v.jugularis. Genomic DNA was extracted from
the whole blood by manual purification kit. One specific set of primers was used for PCR
amplification. The PCR products were digested by restriction enzyme Ddel and the obtained
fragments were visualized on 3.5 % agarose gel stained with GelRed. In all tested animals it
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was detected only wild allele D1 and wild homozygous genotype D1D1, respectively.
Therefor POU1F1 locus can be defined as monomorphic in this population.

I'enst POUIF1 ce namupa Ha Xxpomo3zoma 1q21-22 u e mnpsko CBbp3aH C MJ€YHATa
IPOAYKTHUBHOCT IpH oBueTe. Hacrosmoro n3cnenBane Oemie mpoBeaeHo ¢ 24 oBIe-Mailku
ot CuHTeTHYHa Momynaius Obiarapcka Mie4Ha nopoga kbM MHCTUTYT 1O )KUBOTHOBB/ICTBO
— Koctunbpon. LlenTa Ha TaBa u3cneaane Oeire OTKpUBaHE HA Bb3MOXKEH MOTUMOP(PHU3BM
B rena POU1F1 upe3 PCR-RFLP. bsixa B3etu kpbBHH 1IpoOH oT V. jugularis. 'enomua JIHK
Oemie eKCTpaxupaHa OT IUIa KPbB Ype3 KOMEpCHalIeH KHUT 3a u3onupane. Cneuududen
Habop ot mpaitmepu Oeme m3nomsBaH 3a PCR ammmdukanms. PCR nmpoxyktute Osxa
psi3aHu 4ype3 pecTpukumoHeH eH3uM Ddel u momydenurte pparmeHTn 0sixa BU3yalnu3upaHH
BBpXY 3.5% arapo3sen rei, onetreH ¢ GelRed. [Ipu Bcuuku TecTBaHU )KUBOTHH O€llle OTKPUT
camo nuB anen D1 u chorBeTHO B XoMo3uroteH renotunt D1D1. Caenosarenno POU1F1
JIOKYCBHT MOXeE J1a ObJIe OIpe/iesieH KaTO MOHOMOP(EH B Ta3u MOIyJIalus.
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